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Chromatography, (185) 121; (189) 179 
Chromatophore membrane, (188) 107 
Chromosomal protein, (183) 119 
Chromosome location, (183) 408 
Chronicethanol consumption, (183) 143 
Chronic lymphocytic leukemia, (190) 50 
Chronic nerve stimulation, (188) 341 
Chymosin, (185) 282 
Chymotrypsin digestion, (182) 323 
a-Chymotrypsin, (189) 179; (190) 329 
Chymotryptic core, (188) 248 
Cibacron blue, (18 1) 249 
CIDNP, (185) 248 
Citrate, (183) 173 
Citratesynthase,(179) 120;(182) 163 
Citrulline, (191) 249 
Cl- effect, (180) 303 
Class B &lactamase, (189) 207 
Clathrin,(l91) 17 
Clofibrate,(183)37;(183)81 
[3H]Clonidine, (184) 82 
Cloning, (185) 33 
CNBr cleavage, (181) 179 
CNBr digestion, (18 1) 184 
CO affinity, (182) 39 
CoA synthase, (187) 277 
CoA synthesis, (190) 293 
Coated vesicle, (184) 263 
Cobalamin, (184) 14 
Codon, (188) 291 
Codon structure, (189) 159 
Codon usage, (188) 291; (189) 318 
Coenzyme synthesis, (190) 293 
Coiled-coil structure, (181) 353 
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Colipase, (185) 63 
Collagen, (182) 62; (182) 503; (187) 51 
Collagen synthesis, (179) 229; (I 80) 43 
Collagenase, (187) 5 1 
Colloid micelle, (18 1) 339 
Colony screening, (18 1) 407 
Complement C3 receptor, (189) 195 
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a-Cysteine proteinase inhibitor, (182) 310 
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Cytochrome b-d complex, (190) 227 
Cytochrome b,-fcomplex, (180) 321; (190) 165 
Cytochrome b-245, (190) 204 
Cytochromeb-559,(189)258;(191) 186 
Cytochrome b-562, (183) 151 
Cytochrome b-563, (183) 87 
Cytochrome bc, complex, (190) 89 
Cytochrome bcZ complex, (185) 3 11 
Cytochrome c, (187) 155 
Cytochrome c, (193) 93 
Cytochrome c oxidase, (187) 111 
Cytochrome c peroxidase, (190) 221 
Cytochromeoxidase,(l82)375;(183)293;(184) 110;(187) 16; 
(188) 1; (190) 227 
Cytochrome oxidase subunit II, (193) 164 
Cytochrome P-448 antibody, (179) 74 
Cytochrome P-450, (179) 74; (181) 295; (183) 219; (183) 223; 
(183) 265; (185) 67; (187) 21; (188) 8; (188) 11; (190) 99 
Cytolysis, (185) 295 
Cytolysis inhibition, (191) 145 
Cytoplasmic enzyme, (180) 229 
Cytoplasmic membrane, (191) 200 
Cytoplasmic transport, (193) 22 
Cytoskeleton,(l79)25;(181) 100;(181) 195;(186) 111;(189) 18; 
(190) 15 
Cytoskeleton-membrane interaction, (182) 67 
Cytosomal enzyme, (184) 56 
Cytostatic activity, (185) 95 
Cytotoxin, (189) 33 
Data analysis, (189) 17 1 
Daunomycin, (182) 360 
Daunorubicin, (179) 46 
DBM paper hybridization, (188) 123 
DCCD-binding protein, (191) 125 
Decreased transcription, (190) 45 
Degradation, (183) 17; (183) 52; (186) 259 
Degradation rate, (193) 3 1 
Dehydration, (185) 253 
Dehydroepiandrosterone, (I 88) 85 
3,4-Dehydroproline, (187) 141 
Deinhibitor protein, (188) 262 
Delipidation, (183) 75 
Denaturation, (182) 305 
Complex formation, (185) 162 
Computer modelling, (193) 125 
Con A, (187) 245 
Con A proliferative response, (191) 227 
Con A receptor glycoprotein, (179) 294 
Conditioning mutant, (191) 165 
Configurational analysis, (189) 3 15 
Conformation, (181) 300; (182) 365; (185) 333 
Conformation change, (190) 37 
Conformational analysis, (186) 98 
Conformationalchange, (181) 129; (181) 179; (181) 184; (186) 17; 
(187)205 
Conformational fluctuation, (187) 219 
Conformational heterogeneity, (182) 302 
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Conidae, (184) 18 1 
Conjugation induction, (191) 176 
Conotoxin, (184) 181 
Conserved segment, (193) 1 
COOH-terminal extension, (188) 394 
Coomassie blue staining, (191) 131 
Cooperative binding, (180) 170 
Cooperativity, (182) 305; (183) 287; (189) 67 
Coordination equilibrium, (190) 221 
Copper, (189) 188 
Copper binding, (188) 91 
Copper protein, (183) 240 
Cornified envelope, (186) 201 
Corpus luteum, (190) 263 
Corticotroph, (182) 196 
Corticotrophin-releasing factor, (190) 253 
Corticotropin-releasing factor, (182) 196; (191) 63 
J-scaled COSY. (191) 92 
Coupling factor B, (179) 143 
Covalent dimerization, (183) 283 
COr transport, (187) 29 
Creatine kinase, (186) 28 1 
Creatine kinase isozyme, (188) 341 
Crossbridge cycling, (187) 160 
Crossed affinoimmunoelectrophoresis, (190) 157 
Crossed immunoelectrophoresis, (182) 470 
Crosslink, (I 82) 503 
Crosslinking,(181)47;(181)218;(182)340;(186)26;(193) 145 
Crossreaction, (188) 21 
Crossreactivity, (18 1) 343 
Crown gall tumor, (188) 239 
Crystal, (179) 325; (182) 103 
Crystal protein, (190) 232 
c+Crystalhn, (18 1) 1 
Crystallin, (181) 157 
Crystallization, (184) 185; (188) 248 
Crystallography, (181) 129; (188) 55 
CR2, (189) 195 
CSF-2,(180)271 
Cs,SO, density gradient, (193) 203 
Cultured myotube, (190) 161 
Cuticular melanization, (189) 115 
Cyanide, (190) 95 
Cyanobacteria,(179) 125;(179) 129;(180) 13;(181)79;(186)51; 
(188)27;(193)271 
Cyanogen, (193) 145 
Cyclic carbonate, (182) 257 
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2-Deoxyglucose, (188) 257 
I-Deox~oji~mycin, (183) 29 
~oxyribonu~Ieotide, (179) 21 
Deoxyribose degradation, (I 85) 19 
Deoxythymidine, (188) 219 
Dephosphoeylation, (179) 252; (180) 207; (181) 7; (185) 239 
Depolyad~nylation, (180) 224 
Derivati~tio~, (188) 307 
Desensit~~tiou, (I84) 6; (187) 196 
D~s~gn,(l83)201 
Desmin, (I 82) 475 
Detergent, (187) 314; (189) 13 
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Development, (186) 111; (188}331 
Developmen~I regulation, (189) 171 
Diabetes, (I83) I73 
Diacy1~ycero1,(181)259;(183)433;(191)2X3;(193)231 
Diacyigly~erol lipase, (180) 95 
0-(4~D~azo-3-[izsI~iodobenzoyl)sucrose, (179) 225; (I 83) 138 
Dichloroacetate, (183) 33 
2,6-Dichloropbenolindophenol, (180) 24 
N,N-Dicyclobexylcarbod~~mide, (184) I IO 
Dietary lectin, (185) 299 
Dietary manipulation, (183) 81 
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25 
D~ethyldjthi~arb~ic acid met~net~oi mixed disul~de, (179) 
77 
Di~erential s~nai~g ~lor~met~, (187) 65 
Differentiation,(183)256;(184)309;(185)157;(189)62;(190) 
SO 
Diffusion, (190) 2 17 
Diffusion-~ontroll~ reaction, (190) 29 
Diffusion potential, (184) 96 
Digitonin, (183) 430 
Di~iton~n extraction, (179) 60 
Di~toxin 12~-hydroxyl~, (188) 1 I 
Digoxin radioimmunoassay, (i 84) 150 
Djhydropyrjdine, (183) 345 
Dihydropy~dine receptor, (188) 222 
1,3-Dihydrox~-N-methylac~done,(l87~ 311 
2,5-D~hydroxymethyl-3,4~~hydroxypy~oli~~ne, (IS4) 197 
1~,25-Dihydroxyvi~min D3, (185) 9 
1,2~-~ihydrox~~tam~n D,? (184) 268 
7,12-D~methyi~nz(a)-anthra~ne, (189) 133 
1,2-Dimy~stoylgiy~rol, (187) 105 
Dinitropb~nyl hapten, (185) 57 
Dinucleoside tetraphosphate, (t93) 199 
Dinucleotide-binding protein, (186) 1 
Dioieoylphosphatidylcholine, (191) 13 
~-Dip~lmitoylpbosphatid~lcholine, (187) 65 
Di~p~dyi peptidase IV, (184) 273 
f,6-Dipbenyl-1,3,5-hexatriene, (191) 13 
Diphtheria toxin, (IS!+) 37; (191) 191 
Direct photoa~nit~ labeling, (179) 91 
~i~~mi~atory inhibitor, (181) 249 
Disk, (182) 380 
5.5 
Disordered ribose, (183) 115 
Dissacbaride structure, (183) I33 
Di~jat~on, (182) 287 
Distal leucine, (187) 219 
Disulfide ~ossl~nki~g, (181) 353 
Disulfide protein, (191) 136 
Dis~firam, (179) 77 
D~v~ent~t~on,(l83)124;(1~)1~ 
Divalent metal cation, (180) 326 
Div~nylsulfone, (185) 306 
DMSO, (189) 92 
DNA,(IS8)291;(1~)37 
DNA adsorptive immobili~tion, (I 79) 34 
DNA binding, (185) 121 
D~A-b~ndjng protein, (182) 248; (182) 393; (187) 201; (188) 248 
DNA cloning, (188) 394 
DNA ~nfo~atjon, (189) 77 
DNA-de~ndent RNA ~l~erase II, (I 89) 301 
DNA-de~nd~t system, (193) I? 
DNAdomain,(IPl~ 136 
DNA ligase regulation, (183) 383 
DNAl~~,(l~5) 197 
RNA methylation, (182) 509 
DNAm~ification,(l79)41;(184}2~ 
DNA phosphorothioate, (189) 77 
DNA photoadduct, (189) 2.55 
DNA polymerase, ( 183) 275 
DNA probe q~~ti~t~on, (183) 379 
DNA-protein complex, (179) 221; (184) 221 
DNA-protein inter~tion, (181) 286 
DNA rearrangement, (189) 97 
DNArepa~r,(l88) 18~(1~)279 
DNA replication, (188) 189; (188) 248 
DNA-RNA byb~di~t~on, (184) 90 
DNA secondary structure, (188) 155 
DNAsequen~,(l79) 101;(179)337;(I83)408;(185)208;(188) 
27; (188) 394; (191) 39; (193) 54 
DNA sequencing, (179) 34 
DNA splitting, (188) 155 
DNA-strand break, (189) 62; (190) 279 
DNA structure, (186) 98 
DNA structure distortion, (191) 59 
DNAsyntb~~s,(I83)275;(1~) 115;(193) 153 
B-~NA,(~82)3~~190~ 120
circular DNA ~ndensation, (180) 8 1 
i~ob~li~ DNA, (183) 379 
left-handy DNA, (185) 197 
m~tochond~al DNA, (179) 337 
nuclear ~NA,(l91) I36 
recombinant DNA, (I 8 I) 407; (188) f12 
single-strands DNA, (18 I) 69 
single-stranded RNA-binding protein, ( I8 I> 133 
T-DNA gene, (18 1) 373 
&DNA,(182) 360; (191)67 
~DNA,(l86)31;(193}247 
cDNAo1oning,(179)243;(1130)i13;(191)63;(191)235;(193) 
12; (193) 159 
c~NAlibmry,(t88) I12 
cDNA probe, (180) 43 
cDNA sequence, (188) 33 
cDNA s~uencea,-~tit~sin, (189) 36I 
dsDNA binding, (I 89) 8 1 
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Embryonic enamel, (184) 188 
Emphysema, (183) 201 
End product inhibitor, (189) 129 
Endo-p-glucuronidase, (18 1) 27 1 
Endo-exo cooperation, (184) 285 
Endocellulase, (187) 283 
Endocytic vesicle, (188) 273 
Endocytosis, (179) 148; (187) 73; (193) 63 
Endogenous limited proteolysis, (179) 299 
Endogenous (Na+ + K + )-ATPase inhibitor, (184) 150 
Endoglycosidase F, (18 1) 207 
Endonuclease. (179) 17 
Endopeptidase-24.11, ( 90) 133 
Endoribonuclease, (180) 69 
b-Endorphin, (185) 109; (190) 253 
Endothelial cell proliferation, (185) 177 
Endothelial cell-type plasminogen activator inhibrtor, (190) 315 
Endotoxin, (180) 271; (180) 309 
&Endotoxin, (190) 345 
Energy conservation, (185) 135 
Energy transduction, (179) 278; (181) 323; (193) 276 
Energy transfer, (179) 65; (193) 267 
Enkephalin, (183) 103 
Enkephalin analog, (179) 87 
Enkephalin metabolism, (189) 325 
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Enkephalin uptake, (183) 25 
&Enkephalin analogue, (183) 439 
Enkephalinase, (190) 133 
Enolase, (182) 8 
Enterocyte-like differentiation, (188) 197 
Enterotoxin, (182) 479; (193) 250 
Enthalpy, (189) 42 
Enthalpy titration, (185) 165 
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Enzymatic synthesis, (183) 103; (185) 277 
Enzyme activation, (188) 131; (189) 212 
Enzyme activity, (186) 229 
Enzyme concentration, (180) 77 
Enzyme coupling, (186) 8 
Enzyme diversity, (182) 163 
Enzyme efficiency, (193) 185 
Enzyme immobilization, (180) 5 
Enzymeinduction,(l83)219;(183)223;(188)375 
Enzyme inhibition, (184) 193; (193) 39; (193) 145 
Enzyme inhibitor, (190) 153; (193) 31 
Enzyme kinetics, (180) 314 
Enzyme mechanism, (189) 27 1 
Enzyme metabolism, (180) 65 
Enzymemodification, (182) 171; (184) 193 
Enzyme release, (186) 2 11 
Enzyme-substrate binding, (181) 129; (189) 167 
Enzyme-substrate interaction, (181) 295 
Enzyme uptake, (190) 30 1 
Enzymology, (184) 299 
Eosin-5-maleimide, (184) 110 
Eosinophil, (189) 271; (189) 350 
Epidermal growth factor, (179) 252; (181) 308; (182)47; (183) 
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Epidermal growth factor precursor, (185) 125 
Epidermal growth factor receptor, (179) 252; (183) 321; (184) 60 
dsDNA-cellulose chromatography, (189) 81 
Docking protein, (190) 1 
Docosahexanoic acid, (182) 111 
Dolichol-linked oligosaccharide, (183) 29 
Domain structure, (181) 1; (182) 323; (182) 499 
Dopamine inhibition, (186) 224 
Dopamine uptake, (183) 345; (189) 225 
Double helix, (180) 33 
Double helix stability, (188) 291 
Double-inhibitor titration, (186) 8 
Drug carrier, (179) 148; (187) 73 
Drug desrgn, (191) 1 
Drug-DNA interactton, (182) 360 
Drugmetabolism,(l83)219;(183)223 
Drug targeting, (182) 62 
Drug toxicity, (184) 323 
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Dye-ligand chromatography, (193) 185 
Dynamic model, (182) 234 
Dynamic structure, (181) 179 
Early intermediate, (185) 76 
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Egg jelly, (190) 33 
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Elastase, (183) 201 
Electric birefringence, (I 79) 225 
Electric pulse, (182) 90 
Electrical activity, (188) 302 
Electrochemical detection, (188) 307 
Electrochemical proton gradient, (193) 276 
Electrochemistry, (191) 257 
Electrochromic absorption change, (187) 224 
Electrofocusing, ( 188) 43 
Electrofusion, (182) 278 
Electrogenic uptake, (180) 253 
Electromagnetic field, (18 I) 28 
Electronacceptor, (183) 326; (186) 251; (191) 159 
Electrondonor, (186) 251; (191) 159 
Electron flow, (187) 257 
E1ectronmicroscopy,(180)81;(181)69;(181) 09;(181)236; 
(186)21;(187) 182;(190)73;(193)261 
Electron self-exchange, (190) 242 
Electron transfer, (181) 88 
Electron transfer inhibitor, (181) 95 
Electron transport,(l79)51;(180) 145;(181)83;(183)340;(184) 
100;(184)304;(190) 199;(193)83;(193)93 
Electron transport partole, (182) 340 
Electromc area detector, (179) 133 
Electrophoresis, (179) 299; (191) 136 
Electrophysrology, (182) 20 
Electrostatic potential, (193) 99 
ELISA,(l79)343;(182)459;(188)21;(189)329 
Elongated aminoacylation end, (190) 125 
Elongatton factor, (185) 37; (186) 1 
ElongationfactorEF-Tu,(l85)51;(193) 17 
Elongation factor G, (182) 253 
Elongation factor-Tu, (I 80) 40 
Elongation factor Tu, (181) 367 
Elongation factor-2, (191) 191 
Embryogenesis, (187) 295 
Vohimes 179-193(19&T) 57 
~p~~cpbrj~e, (190) 253 
Epito~,~I81)343~~1~5)67 
Epitope mapping, (19 1) 72 
~PR,(l83)8~~l85)31~ 
~u~libri~ dialysis, (179) 37; (180) 331 
Equihn, (f 82) 107 
Erythrocyte membrane, (l84) 20 
Erythrocyte shape, (184) 20 
ESR,(179) 173;(182) lSl;(l87) 14~(189)250 
Esterase, (186) 80 
Estradiol valerate, ( 18 1) 160 
Estramustine phosphate, (179) 289 
Estrogen, (191) 145 
Estrous cycle, (190) 263 
Ethanol, (I 83) 265 
Ethanol-aqueous buffer mixture, (186) 229 
E~eno-~A~, (191) 191 
Ethionine, (193) 17 
17u-~th~nyl~tmdio~, (184) 134 
~thylation, (180) 239 
Ethylene, (193) 208 
N-~~]~tbylmalei~de ladling, (191) 278 
Euchromatin, (I 82) 455 
Eukaryotic ribosome, (183) 1; (193) 105 
Evoiution,(179)115;(182)345;(182)475;(184)289;(185)37; 
(185) 12S;(18S)208;(189)85;(191)221;(193)255 
~xchan~able GTP-binding site, (I 79) 91 
Excimer fluorescence, ( t90) 249 
Excitation transfer, (181) 79; (193) 271 
Excitatory agonist, (f83)417 
Excitatory postsynaptic urrent, (189) IS0 
Excited state proton transfer, (190) 29 
Exe-cello biohydrotase, ( 187) 283 
~x~ytosis,(l82) 11~(182)~~~18S)323;~1~7)61;(189~ I37; 
(189) 345; (191) 102 
~xog~ycosidase, (l91) 141 
Expression, (186) 59 
Expression screening, (193) IS9 
Extraccllularmatrix, (184) 309; (193) 141 
Extracellular matrix formation, (183) 365 
Extraction, (189) 57 
Extradiscal region, (181) 179 
a Factor, (184) 313 
Factor FW, (190) 169 
Fast atom bomb~dm~t mass s~trometry, (184) 273 
Fatty acid, (179) 262; (l80) 29; (186) 20% (193) 243 
Fatty acid binding protein, (184) 185 
Fatty acid specificity, (I 80) 95 
Fatty acid synthetase, (189) 23 f 
Fatty acyl-CoA synthetase, (179) 351 
Fc receptor, (187) 69 
Fe-protei~,(l87) 14~(~89)250 
Fe3+-proton distance, (181) 295 
Fenton reaction, (18s) 19 
Ferguson plot, (191) 278 
Ferredoxin, (184) 304, (186) 149 
Ferredoxin I, (183) 206 
Fe~edoxin-NADPreducta~, (186) 149 
Fer~oxin-CARP’ reductase, (IPO} 16.5 
Ferritin,(181) 165; (193)49 
Fe~~yt~hrome c, (184) 240 
z-Fetoprotein, (182)47; (185)47 
Fe& protem, (185) 31 I
Fiber type, (180) 335 
Fibrin affnity, (189) I45 
Fibrin assembly, (181) IO9 
Fib~nogen,~~81) W9;(182)43 
Fibrinogen fragment D, (182) 43 
Fib~no~en fm~ent E, (182) 43 
Fib~nol~sis,(l90)3lS;~l93)# 
Fibroblast, (187) 43 
Fibroblast culture medium, (I 82) 499 
Fibroblast growth factor, (191) 205 
Fibroblast mutant, (190) 1 I5 
Fibronectin, (183)365;(186) 31; (i89)276 
Fibron~tin fra~ent, (183) 365 
180 k&t Fibronectin fragment, (189) 276 
Field effect, (187) 267 
Field pulse, (185) 89 
Finger domain, (189) 145 
Flagellar motor, (182) 265 
Flavivirus, (188) 159 
F~avocyt~hromc c, ( 182) 485 
Flavocytochrome c-552, (187) 1 SS 
Flavonoid, (181) 291 
Flow cytofhtorometry, (189) 329; (I 93) 63 
Flow-force relationship, (193) 276 
Flow linear dichroism, (181) 357 
Ftuorescamine labeling, (190) 73 
~uore~nce,(l82)77;(182) 1~~~186)17~(187)76 
muorescence decay, (f 82) 302 
Fluorescence method, (187) 327 
Fluorescence probe, (182) 99 
Fluorescence quenching, (179) 238; (180) 33 1 
Fluorescence spectroscopy, (182) 145 
Fluorescent dye, (185) 89 
Fluorescent enkephalin, (193) 35 
Fluorescent indicator, (183) 433; (188) 135 
Fluorescent probe, (IS 1) 275 
Fluoride,(l91) 181 
3’-Fluoro2’,3’-dideoxyribonucleoside S-triphosphate, (183) 275 
Fluorogenic substrate, (187) 283 
Fluorop~m~dine, (187) 73 
Folate, (186) 70 
Folate receptor, (I 79) 257 
Follitropin, (185) 333 
Foot~ri~ti~g, (188) 155 
Formaldehyde, ( 186) 197 
Formate debydro~e~a~, (189) 263 
Fo~ylation, (190) 125 
Forskolin,(181) 199; (183)349;(183)430;(f88) 135;(188) ISO; 
(188) 192; (188) 197; (188)267;~191) 165 
Fourier transform infrared spectroscopy, (187) 227 
Fractionation, (189) 8 I 
Free cyclin, (193) S 
Free radical, (179) 46; (180) 229; (183) 265 
Free radical reaction, (183) 47 
Freeze-fracture, (183) I61 
Fructose- I,~bispbosphat~, (191) 51 
Fructose 2,6_bisphosphate, (181) 245; (182) 327 
F~~~lease,(l8l)S7 
Fucose, (189) 72 
Fumarate reductase, (184) 100 
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Ghwcorticoid receptor, (179) 138 
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Glucose metabolism, (191) 287 
Glucose transport, (182) 45 1 
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Glucosidase inhibitor, (183) 29 
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Glutamate metabolism, (185) 29 
Glutamate receptor, (189) 150 
Glutamic acid-rich protein, (I 82) 389 
Glutaminase.,(l91)249 
Glutamine synthetase, (180) 13; (185) 267; (189) 241 
Glu~~ione,(l79)267;(181) 14~(185)26~(187) 121;(189) 124; 
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Glutathione reductase, (180) 102 
Glutathione S-transferase, (I 79) 11 I
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115 
Glutenin, (180) 29 1 
Glycan structure, (183) 65 
Glycera dibranchiata hemoglobin, (187) 219 
Glycerol, (181) 23; (191) 287 
Glycerol requirement, (193) I75 
Glycerophosphorylcholine, (186) 205; (187) ISt 
Glycerophosphorylethanolamine, (187) 151 
Glycine, (186) 35; (186) 197 
Glycinin,(lll) I24;(188) 117 
Glycogen phosphorylase a, (180) 77 
Glycogen synthase, (179) 96 
Glycogenolysis, (183) 70; (187) 205 
Gfycogenosis type II, (190) 301 
Glycolipid, (179) 165 
Glyco~ysis,(l81)23;(182~32~{189)4~~1~)9~ 
Glycolytic enzyme, (18 1) 7 
Glycoprotein,(179)294;(184)14;(184)313;(185)115;(185)333; 
(190) 157; (191) 141 
Glycoprotein heterogeneity, (183) 65 
Glycoproteinsubun~t, (187) 135 
Glycoprotein synthesis, (184) 197 
Glycosamino~ycan, (186) 233 
Glycosidic linkage, (I 83) 133 
0-Glycosidieally linked sugar chain, (190) 259 
Glyoxylate bypass, (183) 25 I
cyclicGMP,(181) 17;~188)383;(189)8 
cyclic G~P~e~ndent protein kinase, (180) 280 
cyclic GMP phosphodiestera~, (18 1) 184 
Gonadl~tin,(18~)267 
Functionalized congener. (I 84) 30 
Fungi, (186) 80 
Furanochromone, ( 189) 255 
Fusicoccin, (189) 109 
Fusion,(l86~281 
Fusion medium, (182) 278 
G-protein,(179)257;(181) 84;(185)170;(191) 181 
dpG antibody, (189) 8 I 
dpG confo~ation, (189) 8 1 
Galactokinase gene, (180) 155 
Galactoside transport, (185) 83 
GalE-GalK hybrid, ( 180) 155 
GalNAc transferase, (190) 259 
Gamma irradiation, (186) 158 
Gamone,(l91~ 176 
Ganglioside,(~79) 173;(182)27~(185~ 112;{189)23 
Gangiioside GDI b-specificity, (189) 23 
Gastrin, (182) 135 
Gastrointestinal hormone, (179) 1 
Gastrointestinal peptide, (179) 181; (191) 264 
GDP, (182) 429 
GDP binding, (179) 233 
GDP-D-glucose, (183) 129 
GDPW], (182) 429 
Gel filtration, (183) 395 
Gel permeation, (183) 270 
Ge1so1~n,(184~202~(1~)81 
Gene II nucleotidesequence, (181) 223 
Gene control, (186) 1 I 
Gene duplication, (189) 85 
Gen~exp~ssion,(180) 17.5;(186) 13;(1~)263 
Gene family, (187) 211 
Genefusion,(l81)381;(188)37 
Gene homostabilizing propensity, (188) 291 
Gene localization, (184) 289 
Gene organj~tjon, (188) 227 
Gene regulation, (190) 109 
Gene structure, (193) 54 
c-myc Gene, ( 186) 13 
mfGene,(188)37 
p&A Gene, ( 179) 69; ( 184) 90 
putP Gene, (191) 278 
rpoB Gene, (185) 33 
rpoC Gene, (185) 33 
Genetic code, (I 89) 159 
Genetic marker, (186) 219 
Genetic origin, (I 80) 55 
Genetic regulation, (184) 278 
Genetic regulation of development, ($88) 184 
Genetic variant, (180) 85 
Genetic variation, (179) 115; (185) 208 
Germination, (183) 256 
Gliadin, ( 180) 29 1 
Glicentin, (179) 1; (189) 50 
Glicentin (64-69), (187) 30’7; (189) 50 
Giobin, (184) 249 
y-Globin gene quadruplication, (190) 45 
r_Globin gene triplication, (190) 45 
Globo series, (179) 165 
Globular protein renatu~tion, (188f 326 
Glomerular function, (193) 239 
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GP,,, (179)294 
Gramicidin A, (180) 33; (186) 168 
Graves’disea~,(l81)218 
Green photos~thetic bacteria, (191) 34 
Group-specific omponent, (185) 47 
Growth, (187) 189; (I89) 109 
Growthcontrol,(l79)252;(185)272 
Grows-dependent change, (187) 201 
Growthfactor,(l89) 102;(190) 115 
Growth hormone, (179) 12; (180)295; (191)211 
Growth hormone-releasing factor, (179) 12 
Growth inhibition, (179) 29 
Growth inhibition test, (182) 470 
GSH peroxidase, (184) 139; f185) 328 
GSH transferase 7-7, (184) I 39; (I 85) 328 
GTP,(179)91;(181)390;(182)429;(183)417;(185)147;(186) 
191 
GTP binding, (181) 184 
GTP-binding protein, (179) 107; (189) 345 
GTP 2’,3’-dialdehyde, (185) 170; (188) 150 
GTP-pS, (189) 345 
GTP[@], (182) 429 
Guanidine hydrochloride, (180) 3 17 
Guanidinium, (I 83) 309 
r%]Guanidinium, (182) 269 
Guanine nucleotide, (179) 257; (188) 317 
Guanine nucleotide-binding protein, (182) 35.5; (191) 235 
Guanine nucleotide xchange factor, (190) 307 
Guanosine binding, (189) 296 
Guanyl nucleotide-binding protein, (183) 75; (189) 1 
Guanylate cyclase, (189) 8 
Guanylic acid, (189) 167 
Guanyhc acid antibody, (189) 296 
2’-Guanylicacid, (181) 129 
3’-Guanylic acid, (i83) 115 
H*, (185) 24 
H antigenicity, (181) 207 
Haemophilus, (188) 357 
Halobacteria, (184) 68 
Halophile, (193) 255 
H~orhodo~in, (179) 55; (187) 233; (190) 29 
Halothane, (182) 269 
~aptoglobin, (184) 333 
Hashimoto’s disease, (187) 334 
Hb Roseau-Pointe ci Pitre, (184) 10 
H~L,(l79~ 17~(180~6~(1~)305 
Heat aggregation, (191) 278 
Heat fragmentation, (182) 125 
Heat-labile toxin, (I 8 1) 377 
Heat production, (189) 42 
Heat shock, (184) 278 
Heat shock messenger, (191) 45 
Heat-shock protein, (181) 1; (188) 209; (188) 286 
Heat stability, (193) 250 
Hot-stabl~enterotoxin, (181) 138 
Heavy-metal binding, (183) 375 
Felix-destab~li~ng protein, (179) 221; (184) 221 
Helodermin, (190) 142 
H~a~glutinin-neura~nida~ protein, (188) 112 
Heme biosynthesis, (189) 129 
Herne-ligand recombination, (183) 191 
Heme orientation, (183) 87 
Heme pocket, (187) 111 
Heme pocket structure, (187) 219 
Hemi~llulo~, (186) 80 
Hemin, (189) 129 
Hemoglobin,(180)55;(181)347;(187)261;(190)217;(191)241 
H~oglobin assembly, (184) 328 
Hemoglobin subunit, (182) 302 
Hemoglobinopathy, (I84) 10 
Hemolysin secretion, (187) 339 
Hemoprotein, (183) 287 
Hemosome, (187) 261 
Heparin, (I 79) 96; (188) 77; (193) 199 
Heparin-Aaron chromato~aphy, (186) 89 
Heparin binding, (190) 297 
Heparin-protein interaction, (186) 89 
Heparin-Sepharose aflinity chromatography, (185) 177 
Hepatic-binding protein, (183) 232 
He~t~cd~a~,(l81~291 
Hepaticlipase,(181)160 
Hepatic microsome, ( 184) 343 
Hepatic porphyria, (184) 343 
Hepatitis B virus, (185) 208 
Hepatocyte, (183) 232 
Hepatocyte nodule, (187) 115 
Hepatoma,(184) 139;(185) 182;(185)328 
Hepatotoxicity, (183) 265 
Herbicide, (185) 243 
Herbicide binding, (185) 191 
Herbicide inhibition, (181) 83 
Herpes simplex virus type 1, (185) 95 
Heter~hromatin, (182) 455 
Heterocyst, (I 79) 125; (184) 304 
Hexagonal phase, (183) 161 
Hexosaminidase, (185) 112 
High affinity association, (183) I7 
High mobility group protein, (180) 275 
High-voltage discharge, (191) 102 
Hill coefficient, (190) 329 
Histamine Hi receptor, (182) 291 
Histamine Hr receptor, (184) 207 
Histone,(l88~63;(189)30~~190)109 
Histone acetylation, (I 91) 55 
Histone acetyltransferase B, (191) 55 
HistoneHl,(l8I~35~(182)4~~(189~8~(193~ I 
Histone~l’,(l82)455;(184) 180;(189)92 
Histone H3, (182) 459 
Histone HS, (186) 180 
Histoneoctamer,(M)69 
H4 Histone mRNA, (180) 224 
HLA class II antigen, (189) 329 
H * /O stoichiometry, (187) 16 
Homogenate, (184) 249 
Homo1ogy,(180)291;(181)241;(183) 95;(184) 104;(185)47; 
(185)125;(188)63;(189)85;(190)61;(193)213 
Hordein, (180)291 
Hormonal transduction, (189) 1 
Hormone, (188) 317 
Hormone action potentiation, (183) 283 
Hormone ancestor gene, (188) 394 
Ho~one-indu~ cell elongation, (I 88) 18 1 
Ho~onepr~u~or,(l79)243;(188)39~(191)63 
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Ho~one-r~ptor complex, (193) 27 
Hormone resistance, (182) 385 
~o~on~sensitive lipase, (180) 280 
~o~~adish peroxidase, (190) 221 
HPLC(179) 325;(180)85;[180)3~,~183) 111;(184) 14;(185) 
177;(185) 182;(18~81;(188~21~(188)307;~189) 13;(189) 
315; (190) 129; (191) 269; (193) 31 
HPLC analysis, (191) 252 
HPLC enzyme kinetics, (190) 311 
~PLC-~quen~ screening, (191) 264 
Human disease, (189) 217 
Human glomerular basement membrane, (182) 185 
Human milk, (I 87) 89 
Human serum albumin, (180) 85 
Hybrid gene, (190) 45 
~ybridoma, (I 82) 278 
Hydration, (186) 98 
Hydrazine, (186) 153 
Hydrodynamic dimension, (184) 22 1 
~ydrod~ami~l p~~ete~, (183) 395 
Hydrogen peroxide, (183) 309; (184) 237; (185) 142 
~ydrogenase, (179) 271; (180) 2% (184) 100 
Hydrolase, (187) 10.5 
Hydrolysis, (187) 101 
Hydropathy profile, (191) 125 
Hydroperoxide production, (186) 107 
Hydrophilic interaction, (179) 173 
Hydrophobicinteraction, (193) I75 
Wydrophobic interaction (salting-out), (185) 306 
~ydropbobic-intemction chromatography, (186) 246 
Hydrophobic labeling, (182) 167 
Hydrophobic ligand, (180) 239 
Hydrophobic protein, (191) 278 
Hydrophobicity, (187) 252 
~ydrophob~city calculation, (190) 319 
Hydroq~none. (179) 46 
3~~ydroxy-5,7-androstad~en-l7”one, (182) 107 
7-IIydroxy-coumarin-3-acetic a id N-hydroxysu~n~mydy1 
ester, (182) 185 
3-Hydroxy-3-methyl-glutaryl_CoA reductase, (186) 219; (189) 
124 
Z-Hydroxy-5”nitrobenzyl bromide, (183) 170 
3,%Hydroxy-5,7-pregnadien-20-one, (182) 107 
3-~ydroxyacyl-CoA epimerase, (185) 129 
CHydroxyalk-2-ena1, (179) 267 
Hy~oxyapatite chromato~aphy, (190) 89 
~“Hydroxyaspartic a id, (184) 333 
~-Hydroxyb~t~ate, (190) 55 
~-~-~ydroxybutyrate a~dehydrogena~, (182) 176 
Hydroxyl radical, (185) 19 
H ydroxylamine, (I 86) 153 
S-Hydroxylysine, (189) 241 
3/?17~~~ydroxysteroid dehydrogena~, { 18s) 85 
3-Hydroxysteroid oxidoreductase, (183) 359 
N-Hydroxysuccinimide ester, (188) 307 
25-Hydroxyvit~in D, (191) 171 
Hyodeoxycholic acid, ( 189) 183 
Hyperbolic kinetics, (190) 329 
Hy~rtensio~, (189) 57 
Hypoglycemic sulfonylurea, (190) 21 
Hy~xanthin~gu~ine phospho~bosyltransfem~, (184) 299 
I-celf disease, (193) 222 
Idebenone, ( 184) 48 
IgA protease, (I 88) 357 
IgE antibody, (188) 96 
IgG subclass, (187) 69 
Image processing, (187) 182: (190) 73 
2-Iminothiolane, (186) 26 
l~obi~z~ enzyme, (182) 62 
Immobilized metal ion afEn@ chromatography, (187) 345 
Immune complex disease, (184) 323 
Immune electron microscopy, (I 85) 57 
Irmnune interferon, (180) 43 
Immunity protein, (190) 319 
1mm~i~tion,(180)243;(I82~81 
Immunoassay, (180) 243 
Imm~obl~t analysis, (183) 37 
Immunoblotting,~l82~ 189;(182)393;~182)~1;(182~46~(182) 
499; (189) 329 
Immunochemical properties, (187) 280 
Immunoche~st~, (182) 163 
Immunodot assay, (I 82) 459 
~uno~uo~n~, (182) 435 
Imm~o~ob~in, (185) 306 
~uno~ob~i~A,(l82}85;(188~357 
I~uno~ob~in A transport, (182) 85 
Immunogold labeling, (183) 245 
Immunological crossreactivity, (181) 347 
I~uoop~ipitation, (187) 115 
Immunopuriiication, (185) 67 
In vitro protein synthesis, (184) 90 
In vitro replication, (f81) 236 
In vitro tm~lation, (182) 465 
In vivo inhibition, (187) 33 1 
Incorporation, (184) 44 
Indirect immunofluo~~n~, (186) 180; (189) 296 
Indole-3acetamide, (181) 373 
Indole-3-attic acid, (181) 373 
Indomethacin, (185) 213; (188) 375 
Infl~mation, (182) 57; (190) 268 
Influenza virus receptor, (182) 273 
Inhibin, (182) 181 
~~“Inhibi~, (181) 57 
Inhibition, (189) 245 
1nhi~tor,(179)2~(1g2)~~(183)201;(185)31i 
Inhibitor protein, (184) 226 
I~bitor-1,(188)55;(188)262 
In~bitor-2, (183) 423 
g-inhibitor,, (182) 125 
Initiation complex, (184) 15.5 
Initiation factor eIF-2, (182) 15 
Initiation factor eIF-ZB, (182) 15 
Initiation factor-2, (190) 307 
Initiation protein, (181) 236 
Inorganic carbon uptake, (187) 29 
Inorganic pyrophosphatase, (183) 387; (184) 65 
Inositol lipid, (180) 150 
Inositolphosphate,(l80) 107;(181)25~~185) 1 1;(189)33 
Inositol phospholipid, (1X0) 107 
Inositoll,4,5-t~phosphate, (182)446 
Inositol trisphosphate, (180) 150; (181)403; (183) 317; (188) 141; 
(188) 317 
Inositol1,4,4_trisphospbate, (185) 147 
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Insect neurohormone, (I 89) 115 
Insecticide, (190) 345 
Inside-out hylakoid, (187) 321 
1nsu1in,(179)7;(181)308;(182)32~(183)5~(184) 120;(187) 
30~(188}2s7;(188)33~(189) 179 
Insulin biosynthesis, (180) 69 
Insulin-like growth factor I, (183) 52 
Insulin-like growth factor II, (179) 243; (183) 52; (189) 115 
Insulin processing, (182) 451 
Insulin receptor, (186) 85 
Insulin release, (183) 430 
Insulin sensitivity, (18 1) 189 
Intercellular adhesion. (183) 228 
Interconvertible form, (187) 193 
Interface adsorption, (182) 323 
a//3 Interface, (186) 275 
lnterferon,(l80)6~(186) 143;(191) 154 
Interferon action, (180) 300 
y-Interferon, (185) 287 
Interleukin-1.(179)24~(1~)271;(191)7 
Intermediate filament, (182) 475; (193) 217 
Intermediate filament protein, (180) 181 
Interphase nucleus, (182) 158 
Interproton distance, (179) 187 
Intersubunit RNA-protein contact, (185) 291 
Intestinal alkaline phosphatase, (183) 413 
Intracellular actdification, (186) 75 
Intracellular iron, (189) 217 
Intracellular transport, (179) 160; (190) 69; (193) 222 
Intracellular water space, (193) 75 
Intramolecular disulfide, (182) 340 
lntramol~~ar electron transfer, (189) 45 
Intr~ol~~ar shift, (179) 283 
Intrinsic factor, (184) 14 
Intrinsic ffuorescence, (189) 67 
Intrinsic lens tiber membrane protein, (181) 74 
Intron, (193) 213 
Intron class, (179) 69 
Invertebrate photoreceptor, (189) 18 
Inverted membrane vesicle, (193) 194 
Inverted vesicle, (183) 95 
Iodide, (179) 303 
Iodination, (179) 225; (182) 185; (182) 253 
Ionchannel, (180) 33; (186) 168 
Ion distribution, (193) 236 
ion-exchange chromafo~aphy, (184) 14 
Ion-pair chromato~phy, (183) 111 
Ion specificity, (182) 167 
Ion transport, (182) 380; (183)47; (188) 145 
Ionic strength, (190) 324 
Iron, (I 79) 329 
Iron-bleomycin, (182) 39 
Iron chelate, (185) 19 
Iron complex, (182) 95 
Iron depletion, (189) 3 10 
Iron mobilisation, (189) 141 
Iron overload, (189) 310 
Iron-semiquinone, (182) IS 1 
Iron-sulfur center, (193) 93 
Iron-sulfur cluster, (183) 206 
Iron-sulfur protein, (189) 263 
Irreve~ibleinhibitor,(l81)318 
Irreversible response, (t 87) 193 
Islet-activating protein, (179) 303 
Isocitrate concentration, (183) 251 
Isocitrate dehydrogenase, (183) 25 1 
Isocratic separation, (190) 129 
Isoelectric focusing, (187) 283 
Isoelectric point, (193) 59 
Isoenzyme,(l81)249;(182)319 
Isoenzyme induction, (187) 115 
Isolation, (189) 50; (191) 264 
Isolectin, (184) 104 
Isoleucine, (184) 44 
Isopenicillin-N synthetase, (188) 253 
N6-A*-(Isopentenyl)adenosine, (179) 307 
1-[1-(3-Isothiocyanatophenyl)cyclohexyl]piperidine, (181) 323 
Jejune-ileal bypass, (183) 232 
K+ channel, (185) 4 
Kallikrein, (180) 61 
Kallikrein-kinin system, (182) 3 10 
Kawasaki’s disease, (185) 142 
Keratin, (182) 475 
Keratinocyte, (186) 201 
6-Keto-PGF,,, (186) 46 
Ketogenesis, (188) 267 
c+Ketohydroxypyridine chelators, (189) 141 
Ketoisocaproate, (187) 177 
Ketone bodies, (184) 214 
AS-3-Ketosteroid isomerase, (188) 85 
Khellin, (189) 255 
Kinase, (189) 124 
Kinetic analysis, (184) 65 
Kinetic proofreading, (189) 159 
Kinetic study, (185) 282 
Kinetics,(l85)63;(187)233;(193)189 
T-Kinin, (Ml)268 
Kininogen, (182) 57; (182) 193; (182) 310; (191) 141; (191)221 
T-Kininogen, (190) 268 
Klenow enzyme, (182) 130 
KpnI isoschizomer, (182) 130 
La)+ inhibition, (185) 226 
a-Lactalbumin, (190) 77 
@-La&am antibiotic, (181) 143 
B_Lactamase, (19 1) 39 
Lactate, (187) 302 
(R)-Lactate, (185) 253 
Lactose,(l87) 173 
Lactose carrier, (185) 83 
Lactose permease, (187) 38 
Large subunit, (184) 68 
Laser ultraviolet irradiation, (188) 155 
Lateral diffusion, (179) 238 
Lateral migration, (191) 24 
LDL, (179) 225; (183) 17; (183) 138; (184) 134; (190) 297 
LDLreceptor,(l83) 138;(184)134;(184)263;(185)125 
Leader cleavage, (183) 408 
Leader sequence, (183) 408 
Lecithin,(l79) 155 
~tin~(181)241;(182~~3;(183)228;(185)2~(191~ 121;(191) 
141; (193) 63; (193) 208 
62 
Lectin purj~cation, (181) 267 
Legume leetin, (184) 104 
Lens, (t 84) 245 
Leucine dehydrogenase, (193) 261 
Leukemia, (185) 157 
Leukotriene,(180)309;(185)14;(193)39 
Leukotriene C,, (189) 350 
Leupeptin, (182) 451; (186) 246 
Ay Level, (190)45 
*)jT Level, (190) 45 
G1-, Level, (190) 45 
Lrgand binding, (187) 219 
Ltgand blotting, (184) 263 
Ligand tunneling, (183) 191 
Light-activ&table enzyme, (I SO) 317 
Ltght-dependent phosphodiesterase, (181) 264 
Ltght-driven chloride pump, (179) 55 
Light harvesting, (193) 271 
Light-harvesting antenna, (188) 27 
Lrght-harvesting chlorophyll a/b complex, (186) 241 
Light-harvesting chlorophyll a/b-protein complex, (188) 21 
Light-harvestingcomplex,(182)145;(188)43;(188) 107;(191) 
24; (193) 267 
Light-harvesting polypeptide, (181) 173; (191) 34 
Light-harvesting protein, (184) 231 
Light-lndu~d protein mod;ficatjon, (189) 18 
Light senstttvity, (179) 271 
Lignin degradation, (182) 257; (183) 7; (183) 13 
p-0-4 Lignin substructure, (182) 257 
Ligninase, (I 89) 267 
Limitedproteolysis,(180)234;(181)353;(181)381;(182)305; 
(182)323;(187)277;(191)72 
Lipid,(l80)321;(193)217 
Lipid binding, (I 85) 63 
Ltptd fluidity, (182) 3 1 
Lipid hapten, (187) 69; (190) 249 
Lipid mteraction, (187) 65 
Lipid iate~ixing, (190) 283 
Liprd membrane, (193) 236 
Lipid modi~~tion, (I 80) 66 
Lipid monolayer, (187) 69 
Lipid peroxidatton, (179)267; (181) 291; (183) 265; (184) 343 
Ltpid-protein interaction, (180) 66; (182) 31 
Lipid requirement, (183) 75 
Lipoamide dehydrogenase, (180) 102 
Lipoglycan, (182) 470 
Lipolysis, (179) 7; (179) 351; (181) 390; (190)297 
Lipopolysa~ha~de, (I 82) 470; (193) 289 
Llpoprotein,(l81) 1~;(181)339;(188)68 
Lrpoprotein binding, (187) 272 
Lipoprote~nlipase,~l8O)66;(l8~)l~,~l~)297 
Liposome,(179)3l1;(183)32~;(184)1~,(187)73 
Ltposomebinding,(181)313 
Liposome fusion, (182) 145 
Lipoxygenase, (189) 350 
Lipoxygenase-5,8,11 -icosatrienoic acid, (18 1) 53 
5-Lipoxygenase, (193) 39 
15-Lrpoxygenasepathway, (185) 14 
Lithium,(lgS) 1.51 
Liver damage, (183) 232 
Liver energy metabolism, (193) 243 
Liver regeneration, (181) 12; (188) 345 
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Liver resprration, (193) 243 
Local anesthetic, (182) 111 
Local&d chemiosmot~c coupling, (179) 278 
Locahsed proton coupling, (18 1) 3 18 
Long-chain acyl coenzyme A synthetase, (182) 1 I1 
Low-angle X-ray diffraction, (I8 I) 69 
Low-oxygen affinity, (184) 10 
Low salt Z-form, (182) 315 
Low-temperature t chnique, (190) 227 
Luteiniaing hormone, (184) 6 
Lycorine,(I87) 141 
Lymphocyte, (182) 385 
Lymphocyte blastogenesis, (18 1) 28 
Lymphocyte su~rnatant, (179) 229 
Lymphokine, (179) 229 
Lysine-binding site, (182) 43 
Lysineresidue, (180)295; (191)211 
Lysis, (182) 489 
Lysoganglioside GM*, (185) 1 I2 
Lysophosphatidylcholine, (183) 33 1 
Lysosomal enzyme, (193) 222 
Lysosomal enzyme secretion, (183) 3 17 
Lysosomal protein, (183) 304 
Lysosomotropism, (187) 73 
Lysozyrne, (185) 248; (186) 35; (186) 163; (186) 263; (189) 179 
a-MacrogIobulin, (I 82) 125 
~*-MacrogIobulin, (188) 352; (190) 271 
Macrophage, (185) 9; (186) 21 S 
Macrophage receptor, (186) 211 
Magnesium, (180) I SO 
Magnetic circular dichroism, (180) 24 
Major acute phase protein, (182) 57 
Major groove, (190) 120 
Malate-aspartate shuttle, (18 1) 43 
Maiate dehydrogenase, (189) 235 
Malignant transfo~ation, (193) 27 
Malond j~dehyde-~tered LDL, (186) 2 11 
Malonyl-CoA, (lg2) 33 I 
Mangane~,(l79)329;(182)3~(~86) 17~(~89~25g;(lg9)355 
Mangler-~miquinone~ (I 82) I S I 
Manganese superoxide dismutase, (188) 91 
Manno-I-deoxynojirimycin, (184) 197 
Marine bacteria, (183) 95 
Marker protein, (187) 295 
Mastoparan, (188) 363 
Maturation, (183) 370 
Maxicell, (190) 319 
Meconium, (184) 273 
M~ulla~ thyroid ~rcinoma, (183) 403 
Mefloquine, (183) 340 
Mehttin, (I 82) 99 
Membrane, (179) 343; (182) 470 
Membrane biogenesis, (188) 73 
Membrane cycling, (180) 122 
Membrane dynamics, (188) 107 
Membrane expansion, (187) 1 S 1 
Membranefluidity,(179)173;(179)311;(183)81;(187)245; 
(190) 249 
Membranefusion,(179)148;(179)311;(182)119;(189)137; 
(1~)283;(191~ 17;(193) 135 
Membrane glycoprotein, (181) 207 
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Membrane insertion, (187) 1 
Membrane lateral heterogeneity, (183) 245 
Membrane lipid, (183) 161 
Membrane order, (179) 3 11 
Membrane permeability, (183) 353 
Membrane permeation, (18 1) 143 
Membrane potential, (180) 314; (182) 380; (184) 96; (184) 130; 
(186) 75; (189)45; (189) 109 
Membrane protein, (184) 60; (185) 182; (187) 183; (188) 107; 
(189) 163; (190) 89; (191) 125; (193) 125 
Membrane protein crystallization, (182) 260 
Membrane receptor, (185) 333 
Membrane structure, (179) 294 
175 kDa Membrane protein, (182) 67 
Menadione, (181) 149 
Menaquinone, (179) 325 
2-Mercaptoethanol, (19 1) 227 
Mercuric reductase, (180) 102 
Mesophyll protoplast, (185) 89 
Messenger ribonucleoprotein, (179) 201 
fMet-Leu-Phe, (181) 335 
Metabolic control, (187) 193 
Metabolic swatch, (187) 193 
Metabolism, (183) 345; (187) 189; (193) 189 
Metabolism error, (180) 5 
Metabolite formation, (191) 287 
Metal complex, (180) 33 
Metal-complexing agent, (189) 235 
Metal ligand, (179) 329 
Metallothionein II, (183) 375 
Metaphase chromosome, (182) 158 
Metaphit, (181) 318 
Methanobacteria, (18 1) 303 
Methanogen, (183) 119; (193) 255 
Methanopterin, ( 18 1) 303 
Methionine, (190) 209 
Methionine sulfoximine. (180) 13 
P%S]Methionine labeling, (182) 435 
Methodology, (179) 225 
6-Methoxyquinoline, (190) 29 
Methyl resonance, (184) 240 
N-Methyl-1-deoxynojirimycin, (183) 29 
Methylammonium transport, (180) 13 
3-Methylcholanthrene, (179) 74 
‘I-Methylguanme, (188) 233 
I-Methyl-4-phenyl-1,2,3,6_tetrahydropyridine, (183) 345; (186) 
224; (189) 225 
Methyltriphenylphosphonium, (182) 380 
Mevinolin resistance, (186) 219 
M~+.(l81)119;(193)231 
Mg2+ binding, (185) 165 
Mg2+ effect, (182) 31; (183) 260 
MHC, (184) 323 
MHC antigen, (187) 245 
Microbial peptide, (185) 187 
Mrcrocalorimetry, (185) 165; (189) 42; (190) 77 
Microencapsulation, (180) 5 
Microfibrillar collagen VI, (182) 499 
/?,-Microglobulin, (184) 36 
Microheterogeneity, (186) 267 
Microinjection, (179) 41; (179) 148 
Microisolation, (187) 89 
Microperoxidase-8, (183) 309 
Microsequencing, (185) 177 
Microsomal antigen, (190) 147 
Microsomal enzyme solubilization, (187) 314 
Microsome, (183) 145; (185) 147 
Microspectrophotometry, (187) 267 
Microspectroscopy, (190) 217 
Microtiter well, (183) 379 
Microtubule, (187) 211 
Microtubule-associated protein, (179) 289; (188) 331 
Microvillar protein, (190) 69 
Mimosine, (189) 141 
Minor groove, (190) 120 
Mitochondria,(l79) 143;(179)278;(180) 117;(180)249;(181) 
39;(182)225;(182)243;(182)281;(182)331;(183)47;(183) 
60,(183) 173;(183)260;(183)370;(184)48;(184)226;(185) 
105; (185) 129; (187) 16; (188) 341; (188) 345; (189) 85; (189) 
235; (189) 245; (191) 249; (193) 164, (193) 169 
Mitochondrial aldehyde dehydrogenase, (179) 77 
Mitochondrial ATP synthase, (179) 283 
Mitochondrial F,-ATPase, (182) 419; (182) 425; (187) 249 
Mitochondrial fat oxidation, (184) 214 
Mitochondrial H+-ATPase, (182) 31; (187) 253 
Mitochondrial membrane, (180) 212 
Mitochondrial metabolism, (180) 259 
Mitochondrial outer membrane, (183) 293 
Mitochondrial tRNA, (184) 289 
Mitochondrion respiration, (183) 167 
Mitogen activation, (189) 62 
Mitogenic lectin, (18 1) 267 
Mitomycin C, (182) 95 
Mixed-function oxidase, (190) 99 
Mixed-valence state, (187) 111 
Mn, (187) 240 
Modification methylase, (182) 509 
Modified base, (188) 233 
Modulator protein, (188) 262 
Molecular form, (186) 54 
Molecular instability, (184) 10 
Molecular interaction, (183) 1 
Molecular replacement method, (188) 55 
Molluscan hemoglobin, (184) 328 
Molten globular form, (188) 326 
Molybdenum-pterin cofactor, (189) 263 
Monensin, (182)451; (193) 141 
Monoamine oxidase, (186) 224 
Monoamine oxidase oxidation, (183) 345 
Monoclonalantibody,(l79)29;(179) 143;(179)316;(179)343; 
(181) 113; (182) 189; (182) 393; (182)459; (183) 398; (184) 
299;(185)67;(187)211;(188)21;(189) 18;(189)23;(189) 
291; (190) 120; (190) 147; (191) 72; (191) 75 
Monocyte, (185) 9 
Monocyte-growth factor, (185) 9 
Monocyte-Macrophage-like cell, (184) 207 
Monocytic differentiation, (184) 207 
Monomeric insect hemoglobin, (186) 158 
Mononuclear cell factor, (191) 7 
Mononucleotide-binding protein, (186) 1 
Monovalent fragment, (182) 287 
Mosquitocidal activity, (190) 232 
Mijssbauer spectroscopy, (186) 158 
Motility, (186) 93 
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NAD(P)H oxidase, (180) 102 
NADPH-ubiquinone-5 oxidoreductase, (186) 215 
Na+/H+ antagonism, (185) 24 
Na+/H+ antiport, (187) 126 
Na+/H+ antiporter, (182) 265; (190) 115 
Na+/K+ antagonism, (185) 24 
Naltrexone, (182) 20 
Narcotic antagonist, (182) 20 
Natural protein inhibitor, (187) 253 
Near-UV CD, (184) 36 
Negative cooperativity, (190) 329 
Neovascularization, (184) 254 
Nerve growth factor, (189) 37; (190) 95 
Netropsin, (191) 59 
Neuroblastoma x glioma, (181) 403; (183) 235 
Neurofilament,(l81)343;(182)389;(182)475;(185)239 
Neurokinin B, (190) 133 
Neuromedin, (182) 53 
Neuromuscular t ansmission, (189) 150 
Neuron, (181) 343 
Neuron-specific enolase synthesis, (191) 131 
Neuronal culture, (190) 95 
Neuronal metabolism, (190) 95 
Neuropeptide, (179) 181; (181) 343 
Neurophysin, (190) 263 
Neurotoxicity, (184) 181 
Neurotoxin, (183) 345; (189) 225 
Neurotransmitter, (185) 257 
Neutron diffraction, (193) 236 
Neutrophil, (181) 253; (183) 317; (191) 257 
Neutrophil activation, (190) 204 
Neutrophil cytoplast, (180) 185 
NH, cyclic retention, (187) 237 
NH, permeability, (187) 237 
Nickel(I), (179) 271 
Nicotinic receptor, (182) 20; (190) 161 
Nitrate reductase, (179) 125 
Nitrate reductase apoprotein, (179) 125 
Nitrate reductase Mo-cofactor, (179) 125 
Nitrate respiration, (183) 240 
Nitration, (181) 286; (189) 167 
Nitrogen fixation, (184) 304; (188) 37 
Nitrogen metabolism, (182) 350 
Nitrogenase, (187) 146; (189) 250 
Nitrous oxide reductase, (183) 240 
NMR,(179) 187;(180)33;(181)286;(182)365;(183) 0 ;(184) 
130; (185) 29; (186) 168; (189) 167; (190) 37; (190) 242 
NMR analysis, (183) 65 
2DNMR,(184)240,(191)92 
in vivo NMR, (182) 350 
‘W-NMR, (184) 240; (191) 287 
=‘Co-NMR, (193) 75 
r9F-NMR, (188) 107 
‘H-NMR,(180)40;(181)295;(182)360;(183) 133;(185)248; 
(186) 35; (187) 219; (189) 276 
rH-NMR quantitative analysis, (187) 167 
‘H-NMR spectroscopy, (187) 81 
ZH-NMR, (193) 75 
15N-NMR, (182) 350 
Z3Na-NMR, (184) 245 
=P-NMR, (187) 151; (189) 77; (189) 315; (193) 189 
Non-competitive blocker, (182) 297 
M,, (193) 59 
CZ-MSH, (181) 343 
Multi-domain protein, (185) 51 
Multienzyme complex, (183) 185 
Multifunctional enzyme, (190) 84 
Multiple-quantum NMR, (186) 35 
Multivalent cation, (190) 242 
Multiwavelength anomalous diffraction, (179) 133 
Muscarinic chohnergic agonist, (189) 27 
Muscarinic receptor, (190) 25 
Muscle contraction, (187) 160 
Muscle development, (180) 1 
Muscular dystrophy, (180) 1; (186) 205 
LF-1 Mutant, (185) 191 
ts Mutation, (188) 286 
Mycoplasma, (182) 470 
Myehn,(183)331;(188)33 
Myehn basic protein, (179) 299 
Myeloid leukemia, (189) 97 
Myeloperoxidase, (184) 52; (187) 299 
Myoblast, ( 186) 28 1 
Myocyte, (193) 283 
Myofibrillar protein degradation, (187) 354 
Myoglobm, (183) 191; (190) 288 
Myosin, (189) 188 
Myosin light chain kinase, (180) 165; (188) 367; (189) 221 
Myosin phosphorylation, (188) 367 
Myosin rod, (181) 353 
Myosin subfragment 1isoenzyme, (180) 170 
N-domain, (193) 1 
N, fixation energetics, (187) 237 
N-terminal amino acid sequence, (182) 403 
N-terminal analysis, (187) 277 
N-terminal nonacosapeptide, (183) 375 
N-terminal processing difference, (182) 319 
N-terminal sequence, (193) 211 
Na+,(182)281;(185)24 
Na + channel, (182) 269 
Na+-D-glucose cotransporter, (182) 139 
Na+-dependent HCOJ transport, (187) 29 
Na+ electrochemical potential, (183) 95 
Na+ influx, (187) 126 
Na+ pump, (183) 95 
NAD, (188) 189 
NAD-malic enzyme, (182) 225 
NAD-regeneration, (188) 85 
ENAD, (191) 191 
NADH, (193) 180 
NADH-cytochrome b, reductase, (183) 293; (190) 99 
NADH dehydrogenase, (181) 313; (189) 338 
NADH oxidase, (183) 95 
NADP, (189) 231 
NADP-glyceraldehyde-3-phosphate dehydrogenase, (189) 212 
NADP-malate dehydrogenase, (180) 3 17 
NADP reduction, (186) 149 
NADPH, (186) 107; (187) 302 
NADPH-cytochrome c reductase, (190) 99 
NADPH-cytochrome P-450 reductase, (179) 74 
NADPH diaphorase neutrophil, (179) 82 
NADPH-0, oxidoreductase, (I 79) 82 
NADPHoxidase,(186)215;(190)204;(191)257 
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Non-equilibrium state, (186) 158 
Nonequilibrium binding, (187) 205 
Nonhistone, (182) 158 
Nonhistone protein, (181) 64; (189) 89 
Nonhyperbolic kinetics, (190) 329 
Nonleguminous plant, (180) 55 
Nonmetabolizable sugar, (191) 51 
Nonradioisotopic DNA probe, (183) 379 
Nonrespiratory oxygen consumption, (184) 48 
Noradrenaline, (180) 191; (188) 257 
Norepinephrine, (179) 303 
Normal tissue, (182) 73 
K+-pNPPase, (185) 24 
Nsp MAC I, (179) 129 
Nuclear binding, (193) 27 
Nuclear localization, (185) 23 1 
Nuclear matrix, (191) 136 
Nuclear Overhauser effect, (179) 187; (182) 365; (183) 133; (186) 
168 
Nuclear protein, (184) 278 
Nuclease, (185) 105 
Nuclease analysis, (18 1) 69 
Nucleated cell glycoprotein, (179) 294 
Nucleicacid,(l82)415;(185)105 
Nucleic acid binding site size, (18 1) 133 
Nucleoprotein complex, (181) 64 
Nucleoside antigen, (190) 337 
Nucleosomal linker DNA, (188) 243 
Nucleosomal organization, (188) 243 
Nucleosome, (189) 305 
Nucleosome orientation, (181) 357 
5’-Nucleotidase, (180) 122; (181) 189; (189) 338 
Nucleotidebinding,(l80)212;(182)419;(182)425 
Nucleotide-binding site, (186) 275 
Nucleotide pool, (188) 189 
Nucleotide sequence, (179) 243; (180) 89; (180) 113; (180) 219; 
(188) 112;(188) 117:(191)63;(191)235 
0, evolution, (179) 60; (182) 34 
Obese mouse, (179) 233 
Obesity, (182) 331 
Octylglucopyranoside, (185) 3 16 
Octylglucoside, (183) 321 
ODMR, (185) 71 
OH radical generation, (184) 25 
Olfaction, (181) 328 
Oligoadenylate, (I80) 69 
Oligodeoxynucleotide, (188) 112 
Oligomerization, (180) 285 
Oligomycin sensitivity, (183) 21 
Oligonucleotide, (179) 187; (191) 92 
Oligonucleotide-directed mutagenesis, (18 1) 407 
Oligonucleotide probe, (188) 33 
Omp F, (188) 73 
OmpA, (193) 289 
Oncogene, (181) 157; (187)43 
c-mos Oncogene, (189) 97 
Oocyte injection, (183) 304 
Operator, (18 1) 286 
Opiate receptor, (193) 35 
Opioidpeptide, (183) 103; (191) 231 
Opioid receptor, (179) 87 
65 
Opioid-receptor binding, (183) 439 
Opioid receptor subtype, (183) 395 
Opsonised microelectrode, (191) 257 
Opsonized zymosan, (189) 350 
Optical difference spectrum, (190) 237 
Optical property, (186) 139 
Order parameter, (191) 13 
Organ culture, (179) 160 
Organicsolvent,(l89)212 
Organophosphate, (180) 243 
Organophosphorus compound, (184) 193 
Organotin compound, (18 1) 249 
Omithine decarboxylase, (188) 375; (190) 324 
PrPlOrthqphosphate labeling, (182) 435 
Oscillation, (I 87) 224; (189) 42 
Osmochemistry, (188) 1 
Osmolarity,(l83)47;(190)217 
Osmotic fragility, (184) 20 
Osteomalacia, (182) 385 
Ouabain receptor, (188) 222 
Outer membrane, (193) 289 
Ovalbumin, (180) 89 
Overlapping reading frame, (193) 164 
Overproducing strain, (185) 162 
Oxalocetate, (189) 367 
/SOxidation, (185) 129; (187) 331 
Oxidative destruction, (183) 206 
Oxidative phosphorylation, (193) 83; (193) 276 
Oxidative stress, (185) 262 
Oxidized-enzyme catalytic activity, (180) 317 
Oxidized insulin B chain, (190) 3 11 
Oxoglutarate dehydrogenase, (180) 259 
Oxonol VI, (184) 96 
Oxygen,(l81)23;(182)95 
0xygenevo1ution,(180)303;(180)326;(181)88;(185) 191;(185) 
316;(187)240,(187)321;(189)355;(190) 9;(193) 175 
Oxygen evolution mechanism, (189) 258 
Oxygen evolution site, (183) 245 
Oxygen-evolving protein, (184) 318 
Oxygen inactivation, (185) 253 
Oxygen radical, (184) 237 
Oxygen transport, (187) 261 
Oxygenated oxidase, (182) 375 
Oxyntomodulin, (188) 81 
Oxytocin, (190) 263 
Plightchain,(lgO) 165;(189)221 
Pl8 secondary structure, (18 1) 223 
P2 1 ras protein, (186) 1 
P700,(191)29;(191)252 
Packing, (190) 209 
Pancreas perfusion, (187) 307 
Pancreatic ancer, (179) 252 
Pancreatic lipase, (184) 193 
Pantothenate kinase, (190) 293 
Pantothenic acid, (190) 293 
Papain, (182) 193 
Papain digestion, (182) 370; (187) 135 
Paramagnetic shift reagent, (184) 130 
Paraoxon, (180) 243 
Parathyroid hormone, (I 85) 287 
Parkinsonism, (189) 225 
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(189)345;(l~)~(l~)Z5;(l9l) lO2;(19i)283;(193) 153 
Phorbol my~statea~tate, (180) 185; (181) 28 
~horbol-l2-myristate-l3-a~~te, (184) 339 
~~oshorylation, (f&l) LOO 
Phosphatase, (I 80) 150 
Phosphate, (191) 181 
Phosphatebinding,(lg2)41~(182)425 
Phosphate-binding region, (186) 1 
Phosphate content, (185) 239 
Phosphate potential, (179) 278 
Phosphatidate, (181) 253 
Phosphatidate phospho~ydrola~, (I 79) 35 1 
L-a-Phosphatidate phosphohydrolase, (179) 262 
Phosphatidic acid, (183) 413; (190) 283 
Phosphati~c acid metabolism, (193) 231 
Phosphatidylcholine~ (183) 145; (186) 205 
Phosphatidyl~hoiine exchange, (184) 20 
Phosphatidyleholiae exchange protein, (183) 145 
Phosphatidyl~ho~nepool, (183) 145 
Phosphatidylinosit~de, (181) 253 
Phosphatidyli~ositol, (181) 335 
Phosp~tidylinositol bisphosp~ate, (l SS) 3 17 
Phosp~t~dylinositol4,5-diphosphate~ (183) 413 
Phosphatidy~inositol urnover, (180) 300; (184) 339 
Phosphinoth~cln, (189) 241 
Phosphocellulose column chromatography, (179) 129 
Phosphodiesterase,(l79)7;(181)403;(186)191;(18X)t5;(190) 
109 
Phosphoenolpyruvate carboxyki~ase, (l80) 175; (189) 367 
6~Phosphofructo- I -kinase, (I 8 I) 7 
Phosphofructokinase, (180) 65 
6-Phospho~uco~olactonase, (193) 185 
6-Phospho~uconolactone, (193) 185 
3-Phosphoglycerate, (183) 11 I
Phosphoinositide, (182) I19; (183) 235; (188) 363; (189) 137; 
(l90) 161; (191)205 
Pbospholipase, (189) 202 
Phospholip~ &, (185) 71 
Phospholip~C, (180) 107; (181)259; (182) 119; (183) 145; (183) 
317;(188)312;(189) 137 
Phospholipase C activation, (187) 61 
Phospholipase D, (18 I) 259 
Phospholipid,(l80)29;(182) 196;(186) 103;(186)205;(187)25; 
(188) 141; (191) 17; (193) 88 
Phospholipid bilayer, (179) 238 
Phospholipid-de~ndent protein kinase ,(182) 335 
Phosphol~pid distribution, (184) 20 
Phospholipid polymer, (187) 26 I 
Pbospholipid vesicle, (180) 66 
Phosphomannosyl receptor, (193) 222 
Pbospbo~Ptide, (184) 72 
Phosphoprotein Phosphate, (189) 124 
Phospho~b~lokjn~, (189) 212 
Pho~ho~lat~ intermediate, (187) 349 
Phospho~lation, (180) 275; (180) 285; (181) 397; (182) 335; (183) 
215;(183)398;(184)60;(188)43;(l88)267;(189)221;(190) 
8~(i~)2~,(191)51 
Fhospbo~lati~n site, (I 80) 280; (I 84) 72 
O-Phospho~~ae, (186) 259 
Phospbotraasfera~, (I 80) 65 
Phosphot~ester repair, (189) 315 
Phosphotyrosine, (I 84) 60; (188) 32 1 
Parthenogenetic a tivation, (187) 61 
Partial hepat~tomy, (184) 214 
Particulate guanylate cyclase, (181) 17 
Parvalbumin,(l79) 133;(182) 103; (185) 165 
Patch clamp, (185) 4; (191) 87 
PCNA antibody, (193) 5 
Penicilhn, (181) 143; (191) 39 
Pentagastrin, (188) 81 
Pentalysme, (190) 283 
Pentose cycle, (185) 1 
Peptidase activity, (182) 493 
Peptide, (182) 503 
Peptideconformation, (180) 33; (186) 168; (190) 214 
Peptide mapping, (182) 340 
Peptide purification, (179) 283 
Peptide receptor, (193) 239 
Peptides~thesis, (187) 307; (193) 35 
Peptidyl transferase, (190) 275 
Perdeuteration, (180) 40 
Periodate oxidation, (190) 337 
Periodontttis, (187) 51 
Periplasmic protein, (182) 485 
Pe~eabiI~ty change, (189) 33 
Perox~da~,~l82)62;(~83)3~;(189)27l;(l91)145 
PeroxidasecompoundI,(~83)~(183)13 
Peroxidase increase, (187) 141 
Peroxide radical, ( 183) 299 
Peroxide the~odegradation, (184) 25 
Peroxisome,(lSS) 129;(187)331 
Pertussistoxin,(181)3~;~181)397;(1g3)317~(i89)27 
pHe~~t,(l87)321;(188)281 
pH homeostasis, (182) 265 
pH-inducedchan~, (181) 129 
pH jump, (190) 29 
cytosolic pH, (189) 109 
intracellular pH, (187) 126; (190) 33 
pH,.(l90) 115 
Phage, (188) 123 
Phage replication, (188) 184 
i Phage, (185) 33 
Phagocytosts, (189) 350 
Phase diagram, (187) 65 
Phase separation, (179) I73 
Phencyc1idine,(!81)3l8;~189)15~(190)333 
Phencyclidine-binding site, (182) 297 
Pbencyclidine receptor, (181) 318; (190) 333 
Phencyclldine receptor affinity ligand, (18 1) 318 
Phenoloxidase, (187) 295 
Phenothiazine, (182) 28 I
Phenyl-Sepharose, ( 186) 246 
No-Pbenyladenosine, (184) 30 
Phenylalanine ammonia-iyase, (1 go) 5 
Phe~ylalaoine-phenylalanine int raction, (191) 1 
Phenylephrine, (18 1) 43 
Phenylhydrazine, (181) 29 1 
Phenylketonuria, (180) 5 
Phenyloba~te~um i mobile, (179) 208 
Phenylth~ohyd~toin amino acid, (199) 129 
Pheromone, (181) 328 
Phorbolester,~l79)351;~180) l~(l80) 191~(18~}3~~lgl) 
335;(183) 10~(183)43~(185)213;(185)257;(186)215; 
(l86)281;(187)56;(187)196;(188)205;(188)312;(’188)383; 
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Photo”CIDNP, (181) 286; (189) 167 
Photoacoustics, (188) 28 I
Photoactive nucleotide analog, (189) 286 
Photoaffinity crosslinking, (186) 275 
Photoaffinityla~ling,(181)36~(182)291;(182)297 
Phot~bemi~l reaction center, (191) 252 
Photola~ling,(l82) 176 
Photolysis, (182) 39 
Photophosphorylation, (180) 314; (187) 257 
Photoreceptor, (181) 179; (182) 355 
Photoreduction, (186) 2.51;(191) 59 
Photoregulation, (186) 241 
Photosynth~~s, (179) 51; (179) 60; (179) 65; (179) 321; (179) 325 
(180) 145;(180~303;(182)3~~182) 151;~182)22~;~182~34~ 
(183~32~(l83~33~;~185~31~(186)9~(186~14~(186~ 53; 
(187)29;(187)224;(188)68;(188)281;(189)212;(193)267; 
(193) 271 
Photosynthesis gene, (188) 27 
Photosynthesis regulation, (191) 24 
Photosynt~ticba~e~a,(l80~145;(18i~lO3 
Photosynthetic membrane, (182) 145; (184) 231 
Photosynthetic oxygen evolution, (184) 3 18 
Photosynthetic pigment, (191) 252 
Photosystem I, (179) 65; (186) 149; (190)237; (191) 29 
Photosystem11,(179)51;(179)60;(180)303;(180)326;(181)79; 
(181)83;(181)88;(182)34;(185) 191;(185)243;(185)316; 
(186) 153;(187)224;(187)257;(187)321;(188)68;(189)258; 
(189)355;(1~) 1~,(191)2~(193~ 17.5 
Photosystem II subunit, (I 83) 245 
Photosystemcore II complex, (187) 240 
Photosythesis, (185) 243 
Phototransduction, (189) 1 
Phycobilisome,~l81)7~(188)27 
~-Phy~cy~in, (188) 27 
Phylogeny, (l90) 288 
Physical exercise, (I 85) 262 
Physical mapping, (188) 123 
Physiolo~cal inactivation, (191) 51 
Phytohema~utinin, (181) 28 
Picosecond fluorescence, (189) 341 
Picosecondspectroscopy,(l91)245;(193)267 
Pilin gene, (183) 408 
Pituitary intermediate lobe, (184) 40 
Planar membrane, (187) 69 
Plant endonuclease, (189) 301 
Plant~ne,(lS6~24l 
Plant mitochondria, (184) 289 
Plant pathology, (193) 208 
Plasma, (184) 237 
Plasma auto-oxidation, (187) 33 
Plasma fibronectin, (186) 259 
Plasma membrane, (180) 17; (181) 12; (181) 149; (183)21; (185) 
89; (186) 201; (187) 121; (188) 222; (189) 338; (193) 69 
Plasma membrane-enriched fraction, (193) 283 
Plasma membrane isolation, (181) 33 
Plasma protein, (182) 310 
Plasmalemma, ( 193) I80 
Plasmid,(l79) 101;(182)W,(l89) 145;(191)59 
Plasmid digestion inhibition, (179) 17 
Plasmid DNA, (183) 211 
Plasmid-encoded ~nt~i~in resistance, (185) 43 
Plasmid encoding, (188) 295 
67 
Plasmid pBR 322, (188) 155 
Plasmid R6K, (181) 236 
Plasmid vector, (180) 155 
Co1 El Plasmid, (190) 319 
Plasmin, (193) 44 
Plasminogen, (182) 43 
Plasminogen activator, (182) 441 
Plasticity, (186) 111 
Plastocyanin, (190) 242 
P1astoquinone,(179)51;(179)321;(180)321;(189)258 
Platelet-activating factor, (190) 305; (191) 195 
Platelet activation, (180) 107; (185) 151 
Platelet a~re~tion, (181) 53; (185) 142 
Platelet-derived growth factor, (187) 43 
Platelet membrane, (180) 95; (183) 398 
&Pleated sheet, (183) 331 
Point mutation, (l80) 85 
Polarity, (193) 169 
Poly ADP-ribose, (188) 189 
Poly-ADPR, (180) 1 
Poly(A) polymerase, (188) 239 
Poly(A}-protein, (179) 201; (191) 45 
Polyacrylamide gel electrophoresis, (184) 23 l
Polyadenylation, (180) 224 
Polyadenylation signal, (180) 89 
Poly(ADP-ribose), (190) 109; (190) 279 
Poly(ADP-ribose) polymerase, (179) 332; (188) 239 
Poly(ADP-ribose) synthetase, (182) 393 - 
Polyamine, (179) 17; (179) 262; (190) 324 
Polyarginine, (191) 67 
Polycation-stimulated phosphatase, (188) 262 
Polycistronic operon, (18 1) 377 
Polycyclic aromatic hydrocarbon, (179) 111 
Poly(dG-dC~~ly(dG-dC), (186) 197 
Poly(dG-M~dC), (182) 31.5 
Polyethyleneglycol, (180) 77; (185) 147; (IS) 357;(193)44 
Polyhalogenated aromatic hydrocarbon, (184) 343 
Polylysine, (190) 283 
Polyme~~tion, (190) 337 
Polymerization kinetics, (187) 76 
Polymerizing enzyme, (182) 225 
Polymorphonuclear leucocyte, (181) 362; (191) 195 
Polymyxin B, (193) 227 
Polynu~leotide phospho~la~, (179) 213 
Polypeptide, (188) 43; (189) 355 
Polypeptide composition, (179) 60 
Polypeptide neurotoxin, (I8 1) 154 
9 kDa Polypeptide, (193) 175 
33-kDa Polypeptide, (187) 240 
Poly(Phe) synthesis, (183) 390 
Polyphosphoinositide, (180) 160; (181)259; (185) 147; (187) 61; 
(l90)6 
Polyribonucleotide, (185) 277 
Polysaccharide, (181) 300 
Poly~~~ride matrix, (189) 179 
Poly~meactivity,(l91~ 131 
Polysome structure, (191) 131 
Poly(u), (193) 105 
Poly(U) system activity, (184) 68 
Polyun~tumt~ fatty acid, (185) 129 
Pompe’s disease, (190) 301 
Porin protein, (188) 73 
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Protease, (189) 119 
Protease-activated kinase, (183) 2 15 
Proteaseinhibitor,(l87)47;(190)315;(190)342;(193)27 
Protease-protease inhibitor complex, (187) 47 
Protease susceptibility, (182) 323 
Protease treatment, (187) 240; (188) 21 
Protein,(179)343;(180)40;(181)39;(186)26;(187)33;(187) 
272;(M) 11;(190)209 
Protein A-rz51 immunoblot, (188) 21 
Protein biosynthesis, (183) 1; (185) 5 1 
Protein-biosynthesis regulation, (182) 57 
Protein C, (191) 75 
Protein content, (183) 143 
Protein crosslinking, (190) 337 
Protein crystallization, (189) 179 
Protein crystallography, (179) 133 
Protein data base, (188) 8 
Protein degradation, (180) 74 
Protein disorder, (183) 191 
Protein-DNA interaction, (18 1) 64 
Protein dynamics, (182) 99 
Protein evolution, (182) 47; (188) 48 
Protein export, (189) 318; (190) 1 
Protein fatty acyltransferase, (187) 289 
Protein fusion, (180) 155 
Protein inactivation, (187) 38 
Protein kinase, (179) 96; (180) 207; (181) 103; (183) 215; (185) 
157; (185) 272; (187) 25; (188) 321; (190) 6; (190) 153; (190) 
204; (191) 205; (193) 88 
Protein kinasec, (180) 160; (180) 185; (181) 335; (183) 107; (184) 
72;(184)339;(188)205;(188)383;(189)345;(190)25;(190) 
50; (190) 342; (193) 227 
Protein labeling, (182) 185 
Protein-lipid interaction, (185) 71 
Protein L2, (190) 275 
Protein methylation, (193) 17 
Protein modification, (188) 107 
Protein-modifying reagent, (182) 493 
Protein orientation, (188) 101 
Protein phosphatase, (180) 207; (181) 7; (184) 78; (190) 104 
Proteinphosphorylation,(l80) 185;(181)83;(181) 03;(181) 
308; (183) 251; (183)423; (184) 56; (186) 187; (187) 21; (187) 
25;(188)273;(188)281;(188)321;(193)88;(193)271 
Protein-protein interaction, (189) 13; (190) 242 
Protein-RNA interaction, (185) 5 1 
Protein secondary structure prediction, (186) 143 
Protein secretion, (183) 304 
Protein self-association, (183) 33 1 
Protein sorting, (182) 85 
Protein stability, (191) 1 
Protein structure, (188) 379; (190) 73; (191) 1; (191) 186 
Protein synthesis, (180) 335; (181) 362; (183) 304; (184) 155; (188) 
233; (190) 307; (191) 154 
Protein synthesis inhibitor, (179) 37 
Protein synthesis initiation, (185) 277 
Protein tertiary structure prediction, (186) 143 
Protein-thiol, (187) 267 
Protein translocation, (187) 1 
Protein turnover, (183) 60, (193) 22 
Protein uptake, (187) 257 
Ad 12 El Protein, (181) 229 
c-myc Protein, (18 1) 157 
Porphyria cutanea tarda, (189) 2 17 
Porphyrin, (189) 217 
Posttranslational modification, (181) 229; (187) 339 
Posttranslocated state, (185) 291 
Potassium channel, (191) 87 
Potassium depolarization, (183) 70; (183) 235 
Potentiometry, (193) 93 
PQ redox state, (18 1) 83 
Precursor, (18 1) 39 
32 kDa Precursor, (184) 90 
Predicted secondary structure, (180) 55 
Prediction, (188) 215 
Preneoplastic marker, (187) 115 
Preprohormone structure, (182) 135 
Preprooxytocin, (193) 12 
Preprovasopressin, (193) 12 
Prespore, (182) 189 
Prestalk, (182) 189 
Pretranslocated state, (185) 291 
Primary acceptor, (190) 237 
Primary cell culture, (186) 54 
Primary charge separation, (187) 233; (189) 341 
Primary donor, (187) 227 
Primary structural repeat, (186) 27 1 
Primarystructure,(l83)91;(185) 139;(185)187;(188)48;(189) 
207;(190)41;(191) 25;(191)264;(193)250 
Procarboxypeptidase, (191) 273 
Procasomorphin, (184) 273 
Processing,(l82)407;(183)29;(190)253 
Processing inhibitor, (184)197 
Prochloron, (191) 29 
Procolipase, (185) 63 
Procollagen mRNA, (180) 55 
Procollagenase, (191) 7 
Product inhibition, (187) 13 1 
Proenzyme, (182) 441 
Progesterone, (181) 397; (189) 188 
Progesterone inhibition, (185) 170 
Proglucagon, (179) 1; (187) 307; (189) 50 
Prohormone, (179) 1 
Prohormone conversion, (184) 40 
Prohormone packaging, (184) 40 
Prolactin, (191) 211 
Proliferating cell, (180) 275 
Proline carrier, (191) 278 
Prolyl hydroxylation, (179) 229 
Promoter, (187) 11; (190) 37 
tat Promoter/operator, (189) 145 
Promotor, (188) 37 
Promotor sequence, (193) 164 
Proopiomelanocortin, (193) 54 
2-Propanol, (190) 129 
Prophenoloxidase, (187) 295 
Propranolol, (182) 111 
Proproteinase E, (191) 273 
Prostag1andin,(180)9;(181)199;(189)202;(193)99 
Prostaglandin E, (179) 247; (181) 335 
Prostaglandin Er. (186) 46 
Prostaglandin Fr., (186) 46 
Prostaglandin synthesis, (185) 287 
Prostatic steroid-binding protein, (189) 188 
Prosthetic group, (190) 189 
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Cro~otein,(l81)286 
Gcprotein, (191) 97 
N, Protein, (I 88) 150 
S-lOOaProtein,(lSl)275 
33kDaProtein,(182)34;(185)316 
34 kDa Protein, (182) 34 
Protemase, (180) 117 
Proteoglycan, (186) 233 
Proteolipid, (188) 33 
Proteoliposome, ( 184) 96; (189) 4.5 
~oteo1ysis,(179)31~(180)249;(181) 119;(182)38~(184)249 
Proteolytic processing, (186) 59; (189) 50 
Proto-oncogene, (I 89) 97 
Protoheme, (189) 271 
Proton, (186) 153 
Proton binding, (193) 79 
Proton-binding domain, (187) 257 
Proton-coupled reaction, (183) 309 
Proton efflux, (193) 79 
Proton leak, (182) 243 
Proton ~~eability, (193) 79 
~otonpump,(IS2)2~(184)8~(188)273 
~otonpumping,(183)293;~187)1~(188~101 
Proton release pattern, (187) 224 
Proton symport, (183) 21 
Proton transiocation, (180) 145; (182) 370 
Protonated Schiff base, (179) 55 
Protonmotiveforce,(179)278;(180)314;(181)323;(182)243 
Protonmotive 0 cycle, (188) 1 
Protonmotive 0 loop, (188) 1 
Protopiast, (183) 21 
S-Protruding terminus, (182) 130 
Psychotomimetic activity, (190) 333 
Pteridin, (181) 303 
Pterin, (189) 263 
Puffing, (188) 286 
Pulse radioiysis, (179) 46; (182) 9.5 
Pulsed oxidase, (182) 375 
Purification, (180) 203; (184) 78; (184) 139; (185) 328 
Purified isoenzyme, (183) 37 . 
Puromycin, (184) 249 
Pyranine, (188) 101 
~~dinoline, (182) 503 
[)H]Pyriiamine, (I82) 291 
Pyruvate,(181)23;(183)33;(187)302 
Pyruvate decarboxylase, (180) 5 1 
Pyruvate dehydrogenase, (I 80) 259 
Fyruvate kinase, (180) 77 
Pyruvate transport, (183) 335 
Qcycle,(181)95 
Quasi-elastic light scattering, (184) 87; (184) 221 
Quaternary structure, (184) 65; (193) 261 
Quin-2, (182) 1 IS; (189) 33; (190) 21 
Qu~nine,(l85)~(188)302 
Quinolinate, (189) 367 
Quinone, (185) 76 
Radiation inactivation, (193) 59 
Radical cation, (183) 7 
Radioimmunoas~y, (180) 309; (185) 109; (185) 177; (186146; 
(187)307;(189)5~ (189)32~(191)8~(191~ 41 
69 
y-Radiolysis, (183) 299 
Radioreceptor assay, (187) 345 
Ragweed allergen Ra3, (I 88) 96 
Raman spectroscopy, (189) 271 
Raman spectrum, (184) 52 
Rapid kinetics, (189) 45 
Rarecodon,(l89)318 
Reactioncenter,(179)60;(182)345;(183)326;(185)76;(185) 
316;(187)227;(188)68;(189)45;(189)341;(191)245 
Reaction center complex, (180) 326 
Reaction center subunit, (191) 29 
Recl3C enzyme, (183) 383 
Receptor, (180) 196; (180) 295; (181)47; (181) 218; (181) 259; 
(181)328;(182)385;(183)287;(183)349;(187)96;(191)2t1 
Receptor afEnity, (193) 35 
Receptor affinity state, (187) 205 
Receptor aggregation, (183) 283 
Receptor kinase, (186) 85 
Receptor-mediated ndocytosis, (182) 85; (184) 263 
Receptor modulation, (190) 161 
Receptor phospho~lation, (186) 85 
Receptor selectivity, (191) 231; (193) 35 
Recognition sequence, (185) 101 
Recombinant interferon, (179) 29 
Reconstitution, (180)66; (180) 321; (183) 75; (183) 321; (184) 
304; (188) 101; (188) 150; (193) 135 
Red cell membrane, (186) 89 
Red pigment, (182) 413 
Redox chain, (189) 338 
Redox cycle, ( 179) 46 
Redox regulation, (187) 253 
Reduc~~binding protein, (190) 165 
Sa-Reductase, (185) 231 
Reduction kinetics, (187) 111 
Regulated actin, (180) 170 
Re~Iation,(l80}271;(183) 155 
Regulation mutant, (181) 223 
Regulatory center, (183) 387 
Regulatory protein, (183) 75 
Relative molecular mass, (184) I88 
Reiease, (19 1) 283 
Repeated structure, (185) 125 
Replication origin, (18 1) 236 
Residue hydrogen bonding, (188) 59 
Resistance plasmid, (191) 39 
Resonance nergy transfer, (187) 160 
Resonance Raman spectroscopy, (179) 55; (182) 375; (190) 221 
Respiration, (182) 225; (182) 243; (183) 95; (183) 173; (186) 93; 
(193) 180 
Respiration regulation, (188) 145 
Respiratory burst, (181) 253; (190) 204 
R~piratorychain,(l81)95;(182) 171;(187)38 
Respiratory control index, (184) 48 
Resting state, (182) 243 
R~t~ction analysis, (188) 123 
R~t~c~onendonu~lease,~l82) l3~(182)41~(185) 101 
Restrictionenzyme,(l80)2l9 
Reticulocyte, (183) 370 
Retinoic acid, (18.5) 157 
Revere-pha~HPLC,(183)313;(184)15~(18~10~(185~28~ 
(193) 203 
Reversibility, (184) 259 
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Reversible conversion, (180) 65 
Rheumatoid arthritis, (179) 247; (181) 362 
Rhizobium-legume symbiosis, (188) 37 
Rhodamine B, (187) 327 
Rhodopsin,(l79) 107;(181) 179;(181)184;(188) 15
Rhodopsin phosphorylation, (18 1) 264 
Ribodinucleoside monophosphate, (184) 155 
Ribonuclease,(l79)213;(182)81;(185) 115 
Ribonuclease T, , (181) 129; (183) 115 
Ribonuclease T, ‘3’guanyulic a id complex, (183) 115 
Ribonucleoprotein,(181)47 
Ribonucleotide reductase, (179) 21; (183) 99 
Ri~nucleotide reductase inhibitor, (193) 203 
Ribosomal accuracy, (183) 390 
Ribosomal assembly, (188) 295 
Ribosomal particle stability, (184) 68 
Ribosomal protein, (181) 367; (182) 249; (182) 253; (185) 221 
Ribosomal protein S6, (185) 272 
Ribosome.(181)367;(183)215;(184)68;(185)57;(185)221; 
(18.5) 291; (186) 21; (186) 26; (188) 184 
Ribosome assembly, (182) 407 
70 S Ribosome, (186) 17 
Ribulose 1,5-bisphosphate, (183) 111 
Ribulose-bisphosphate carboxylase-oxygenase, (186) 241 
Ribulose-I$bisphosphatecarboxylase/oxygenase, (183) 111; 
(193) 88 
Ribulose 5-monophosphate, (183) 111 
Ricin, (189) 72 
Ricin D B-chain, (191) 121 
Rifampicin, (182) 77 
RNA, (186) 26 
RNA-binding protein, (179) 201 
RNA blot hybridization analysis, (191) 235 
RNA maturase, (184) 1 
RNApo1ymerase,(182)77;(186)11;(187)11;(188)209;(190) 
109; (191) 72 
RNA polymerase B, (193) 199 
RNA secondary structure, (179) 69 
RNA synthesis, (190) 109 
viral RNA, (183) 124 
5 S RNA, (185) 57; (186) 11 
mRNA,(180)113;(180)265;~188~12~(189)37;(193)12 
mRNA acttvity, (184) 268 
mRNA analog, (185) 221 
mRNA bindingarea,(l85)221 
mRNA level, ( 184) 268 
mRNA secondary structure, (181) 377 
mRNA translation, (191) 131 
liver mRNA, (189) 361 
rRNA,(l86) 11;(188)233 
rRNA nucleotide sequence, (185) 203 
Pre-rRNA, (186) 11 
precursor RNA, (182) 407 
5 S rRNA, (188) 295 
tRNA, (179) 213; (193) 105 
tRNA antisuppr~sion, (179) 307 
tRNA isolation, (185) 162 
tRNA iso~ntenylt~nsferas~, (179) 307 
tRNA modification, (179) 307 
tRNA-protein complex, (190) 275 
tRNA sequence, (193) 255 
tRNAPhe structure, (184) 289 
cysteine tRNA, (179) 337 
Isoleucyl-tRNA synthetase, (185) 162 
Phe-tRNA binding 50 S ribosome, (186) 17 
ribosomal tRNA binding, (179) 37 
Trp-tRNA synthetase, (183) 3 13 
RNase, (179)217 
RNaseT,,(l89) 167 
polyribosomal mRNP, (191) 45 
Robustoxin, (181) 154 
Rocket immunoelectrophoresis, (183) 279 
Rohdei-litorin, (182) 53 
Rolling subunit hypothesis, (182) 1 
Rough thylakoid, (184) 90 
Run-off assay, (188) 192 
Ruthenium red, (185) 226 
S, nuclease, (185) 57; (185) 197; (191) 59 
S, nuclease mapping, (191) 235 
S-state charge, (187) 224 
S-100 isoform, (186) 65 
Salicylhydroxamic acid, (193) 180 
Saliva, (190) 142 
Salmonella, (185) 33 
Saltwashing,(184)318;(187)240 
Sarcoplasmic reticulum development, (183) 177 
Saturation transfer, (193) 189 
SchilT base, (190) 337 
Scinti~phy, (184) 134 
SDS-activation, (189) 119 
SDS-PAGE system, (190) 89 
Second human calcitonin gene, (183) 403 
Second human calcitonin gene-related peptide, (183) 403 
Second messenger, (180) 300 
Secondary donor, (187) 321 
Secondary structure, (182) 81; (184) 181 
Secondary structure prediction, (183) 99; (183) 195; (188) 59; 
(193) 125 
Secretin, (184) 347 
Secretin bioactivity, (184) 347 
Secretin precursor, (184) 347 
Secretin/vasoactive intestinal polypeptide peptide family, (190) 
142 
Secretion,(182) 115;(183) 107;(183)417 
Secretory component, (182) 85 
Secretory granule, (179)25; (188) 336 
Secretory vesicle, (184) 40 
Seed globulin, (182) 465 
Seedprotein,(l90)61 
Seed storage protein, (181) 124 
Selective labeling, (184) 110 
Selfresistance,(l81)385 
Seminalplasma,(181)57;(182)181 
Seminal plasmin, (182) 77 
Seminal vesicle, (l82) 18 1 
Semiquinone, (179) 46 
~~q~none-iron complex, (185) 243 
SemIiki Forest virus, (186) 59 
Sendaivirus, (188) 112; (193) 135 
Senescence, (179) 21; (184) 1; (187) 96 
Separation, (183) 395 
Sequence, (180) 234; (181)241 
Sequence alignment, (182) 319 
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S~uen~anaiysis,(l88~15~(189}50 
Sequence comparison, (183) 99 
Sequence homology, (180) 55; (183) 55; (188) 8; (189) 115; (191) 
221; (191) 269 
Sequence similarity, (182) 249 
hlyC Sequence, (187) 339 
Serine peptidase, (182) 493 
Serine protease, (187) 38 
Serine protease activation, (180) 234 
Serine proteinase, (188) 55 
Serine proteinase inhibitor, (180) 89 
Serotonergic nerve terminal, (182) 489 
Serotonin-Sr receptor, (182)291 
Serum, (189) 37 
Serum albumin, (185) 47 
Serum fractionation, (185) 306 
Serum ~thdrawal, (189) 92 
Sexual induction, (184) 309 
SFV capsid, (186) 59 
SH group, (187) 253 
Shape change, (188) 135 
P-Sheet residue, (188) 59 
Shift correlation, (184) 240 
Short-term memory, (191) 165 
Sialic acid, (18 I) 12 
Side-chain contact, (190) 209 
Sidedness, (193) 169 
Sigmafactor,(l87) 11;(188) 184;(1@)209 
Sigma receptor, (190) 333 
Signal hypothesis, (I 87) 1 
Signal r~o~nition particle, (190) 1 
Signal sequence, (189) 318; (190) 1 
Single-channel recording, (182) 20; (191) 87 
Single-electron transfer, (183) 7; (183) 13 
Single-stranded helix, (186) 168 
Singlet oxygen, (187) 299 
Sirohydrochlorin, (190) 169 
Site-directed mutagenesis, (185) 83 
Site-specific endonuclease, (182) 509 
Site-specitic mutagenesis, (188) 37 
Site specificity, (189) 141 
SKF-10,047, (190) 333 
Skin homogenate, (183) 279 
Slow transition, (190) 329 
30 S Small subunit, (186) 21 
Smallest subunit, (190) 89 
Sodium,(l87) 177 
Sodium butyrate, (190) 153 
Sodium-calcium countertransport, (187) 177 
Sodiumchannel, (182) 234; (193) 125 
Sodium dependence, (189) 163 
Sodium nitropntsside, (181) 17 
Sodium uptake, (180) 9 
Solid-phase Edman degradation, (181) 169 
Solid-phase synthesis, (191) 23 1 
Solubilization, (183) 395; (188)68 
Soluble carbodiimrde, (185) 221 
Soluble enzyme, (180) 335 
Solution confo~ation, (193) 99 
Solution structure, (179) I87 
Solvent accessible area, (188) 59 
Somatomedin, (179) 243 
Somatostatin, (179) 12; (179) 252; (189) 27 
Somatostat~n receptor, (179) 252 
Species difference, (188) 352 
Species pecificity, (182) 393 
Specific binding, (I 82) 62 
Specific recogniton, (183) 115 
Specificity, (180) 239; (182) 8 
Specificity relaxation, (185) 101 
Spectral shift, (18 1) 95 
Spectrin, (190) 15 
sperm, (190) 137 
Sperm-specific chromosomal protein, (188) 243 
Spermatozoa, (184) 44 
Spermidine/spermini N -acetyltransferase, (188) 375 
Spheroplast, (182) 90 
Spike~tenti~,(l89)281 
Spin-ladled nucleic acid, (18 1) 133 
Spin-spin interaction, (187) 146 
Spin-trapping ESR, (184) 25 
[rH]Spiperone, (182) 291 
SpoOA, 
Spore, (183) 256 
Sporulation, (I 88) 209 
Sfz + binding, (190) 77 
State I, (179) 321 
StateII,(l79)321 
State l-state 2 transition, (193) 271 
State l-state 2 transition, (188) 281 
State 3 respiration, (184) 48 
Stefin,(l91)221 
Ste~oel~trouic ontrol specificity, (179) 217 
Steric effect, (182) 39 
Steroid-bindingpolypeptide, (179) 138 
Steroid-binding protein, (188) 8 
Steroidconjugation, (191) 171 
Steroid hormone, (189) 310 
Steroid-induced protein, (193) 247 
Steroidal diamine, (I 89) 77 
Steroidal odorant, (181) 328 
Steroidogenesis, (188) 312 
Sterol metabolism, (191) 171 
Stigmatellin, (185) 311 
Stimulatory subunit N,, (185) 170 
Stopcodon, (185) 115 
Stopped flow, (190) 249 
Stopped-flow fluorometry, (I 87) 245 
11 S Storage protein, (188) 117 
Strand, (186) 21 
Streptokinasc, (193) 44 
Streptomycin, (18 1) 385 
Streptomycin bkinase, (18 1) 385 
Stress adaptation, (187) 151 
Structural analysis, (184) 10 
Structural homology, (181) 165 
Structural model, (182) 234 
Structural organization, (183) 185 
Structural polymorphism, (179) II 5 
Structural tran~o~atiou, (187) 327 
Struct~,(l81) 138;(191)211 
Structure-function relations~p, (188) 379 
Structure prediction, (191) 125 
Subcellular fractionation, (191) 195 
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T4 ~l~ucieotide kinase, (182) 130 
T antigen-p53 complex, (180) 285 
Tachykinin, (190) 133 
Target theory, (193) 59 
Targeting, (179) 29; (187) 73 
Taxol, (179) 289 
w+, (182) 103 
Tem~rature dependence, (184) 240 
Temperature ffect, (184) 36 
Template activity, (185) 277 
Template specificity, (183) 124 
Terminal deoxyribonucleotidyl transferase, (183) 275 
3’-Terminal structure, (188) 159 
Terminator, (183) 275 
Ternary complex, (182) 15 
Ternary system, (187) 327 
Tertiary structure, (188) 59 
Testosterone, (189) 37 
Testosterone production, (I 87) 56 
Testosterone secretion, (184) 6 
Tetracaine, (182) 111 
Tetracycline resistance, (193) 194 
Tetracycline transport, (193) 194 
2-Tetradecylglycidate, (184) 214 
Tetraethyiammonium, (185) 4 
Tetrahydrofuran, (190) I29 
Tetranitromethane, (185) 267 
Tetrapyrrole, (190) I69 
Tetrapyrroie structure, (186) 139 
Tetrodotoxin receptor, (188) 222 
Theoretical conformational analysis, (190) 214 
Thermitase, (183) 195 
Thermoacidophiie, (193) 83 
The~odyn~ics, (187) 16 
Thermophilic bacterium, (193) 93 
Thermophihc bacterium PS3, (186) 275 
Thermophiliccyanobacterium, (180) 326; (190) 199; (193) 175 
Thiamin diphosphate, (180) 5 1 
Thiol, (181) 149; (I87) 121 
Thiol ester, (182) 125 
Thiol protease, (187) 47 
viol-proteina~ inhibitor, (182) 193 
Thioredoxin, (183) 52 
Thioridazine, (187) 331 
Three-dimensional crystal, (184) 68 
Th~dimensional structure. (182) 103; (187) 182 
~rombin,(l80) 107;(185) 151 
Thromboxane, (193) 99 
Thylakoid intrinsic polypeptide, (1%) 165 
Thylakoid membrane, (187) 257; (191) 186; (193) 79 
Thylakoid organization, (191) 24 
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Thyroid,(181)218;(186)107;(187)334 
Thyroid disease, ( 187) 334 
Thyroid peroxidase, (190) 147 
~yroid~tomy, (180) 335 
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Translational control, (I8 I) 377 
Translocation, (179) 262 
Transmembrane signalling, (182) 3.55 
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Tumoral insulin-producing cell, (185) 1; (193) 150 
Turbiditycu~e,(lgl) 109 
&Turn, (184) 36 
Two-dimensional crystal, (187) 182; (190) 73 
Twodimensional electrophoresis, (188) 43; (189) 171 
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Venom,(181) 154; (190) 142 
Verapamil, (18 1) 28 
Veratryl alcohol, (189) 267 
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